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PubMed ID
PubMed ID

procgere_indeuing Chand . /ner gene=Ssr2990 pede]1GEEES -
Torget gene nome: ssr2ddd

Target Medline obstroct(PMID): 171668249

Pasitive classification!

B T T T e T L

Title: 55r2938 of Synechocystls sp. POC 6823 Iz Inwplved im Regulotion of Cwancbocterisl Electrom Tronsport org
Associoted with the Cytochrome b & f Complen

Section: ARSTRACT

PRrase nmber: 1

Sentence number: &

Sentence: POC BBO3. «esir208xs seems to be structurclly omd Fumctiomally ossocioted with the cytochrome b 6 f
complex Trom Synechocystis , ond the protein could be imvolwed in regulation of eleckron tronsfer processes in
Synechacystis 52,

Title: Ssr2998 of Synechocystis sp. POC 6823 Is Inwolwed in Regulotion of Cyencboctericl Clectrom Trorsport orgd
Associoted with the Cytochrome b 6 f Complex

aection: FIGURE 8.

PRrase number: 5

Sentence number: 3

Sentence: Although the electron tronsfer reoctions downstresm of the cytochrome b 6 f complex ore not offected
by the «ossr?¥les disruption, effects on the amount and activity of PS 2 are ewident.

Title: Scr2938 of Synechocystls sp. POC 6823 It Imvolved im Regulotion of Cywancbacterisl Electrom Tronsport ord
Associoted with the Cytochrome b & f Complen

Section: FIGURE 5.

MRrase numaer: 2

Sentence number: 18

Senterge; To test this possibility, we hove irvestigoted the erergy tromsfer from phycobilisoees to PS 1 ond PS -
2 in the Delto ««ssr2998» stroin in the preserce of PPBY, which decreases the reduction lewel of the PQ pool (&
and therehy induces State 1 chemically. v
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DB

o O~ WN P

40

DNA

DB

27

. Brain Atlas Database
. ARCHAIC

. Arch GeNet

. TraP

. Rat Brain Sections

FFDB

7. fRNA Database
8. ASTRA

. ConfC
10.
11.
12.
13.

TMBETA-GENOME
SEVENS

GENIUS

fRNAdDb

14. EzCatDB

15.
16.
17.
18.
19.
20.
21.
22.
23.

DB-SPIRE
RNA
Evola
G-compass
H-ANGEL
H-DBAS
LEGENDA
PPI view
VarySysDB

24. FLJ Human cDNA Database

25.

H-Invitational Database

26.

27.

PDB-REPRDB
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. Database of genomes and transcriptional regulations for filamentous fungi



DB

DB
0S, apache, MySQL
1 1
1 1
5 10 DB
Java Perl
DB
90 2
DB
DB
20 5
DB
19
20
19
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DB
2
DB
Webalizer
Sites: IP
Visits:
Files:

DB

DB

google analytics

Pages:
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KBytes:

DB



19

http://mlab.cb.k.u-tokyo.ac.jp/~mkasa/ensemblmirror/index.php?Introduction

Java

2

web

0S, apache, MySQL

Sites KBytes | Visits Pages Files
130 47283 870 3193 4834
307 93976 2495 6854 10063
315 86737 2450 6069 8080
DB
90 20
web

http://mlab.cb.k.u-tokyo.ac.jp/~mkasa/upbsb2008/

http://medaka.utgenome.org/
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cDNA
http://musica.gi.k.u-tokyo.ac.jp/

RepeatScape
http://repeatscape.utgenome.org

1 34 61

2 56 89

3 41 90

DNA
DB
20 19 DB
19
SMBEO8
IFOM-1EO
19
14
20 2
2
TV
DB
20 19
http://togodb.sel.is.ocha.ac.jp
20 7 3 Google analytics
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20 7 9 62 241
20 10 12 195 1580
21 1 3 265 1260
3 260
20 7 20
3000
21 3
TV
DB
3 50
20 11 5
5
DNA
4 2
1
21 3
600
4 2 1
4 3 14 tRNA

DB



tRNADB-CE

DB Nucl.Acids Res.  Database Issue
2008 416 41421
tRNA tRNADB-CE TV
DB
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JT

DNA
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DDBJ

DNA

JT

DNA

DDBJ

DDBJ
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DNA

DNA
DDBJ
20 4 3
20 8 11
20 10 10
21 1 19
20 1 21
JST 20 1 27
20 1 29
20 1 30
(JST) 16
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20

JST
H20.04.25 | 13:00-14:40 DBCLS
H20.04.30 | 10:00-12:00 DB DBCLS
H20.05.09 | 16:30-17:30 DB DBCLS
H20.05.19 | 15:00-16:00 | SVDB DBCLS
H20.05.20 | 17:00-18:30 DB DBCLS
H20.05.28 | 13:30-15:10 DBCLS
H20.06.17 | 11:00-15:30
H20.06.27 | 15:00-16:00 DBCLS
H20.07.02 | 10:00-12:00 | JST DBCLS
H20.07.29 | 10:00-13:00 DBCLS
H20.07.31 | 14:00-17:00 DNA ( DBCLS
H20.08.01 | 13:00-15:00
H20.08.26 | 16:00-19:00 DB DBCLS
H20.08.29 | 14:00-16:00 (SVDB )
H20.09.16 | 15:00-18:30 | FAMSBASE
H20.09.26 | 14:00-16:00 | DDBJ
H20.10.22 | 13:30-16:30
H20.10.30 | 14:00-18:00 | HGPD BIRC
H20.10.31 | 17:00-18:00
H20.11.07 | 10:30-13:00
H20.11.07 | 19:00-20:00 DBCLS
H20.11.14 | 15:00-17:00 DBCLS
H20.11.19 | 15:30-18:30 DB DBCLS
H20.11.20 | 13:00-15:00 DBCLS
H20.11.28 | 14:00-16:30 | HGPD BIRC
H20.12.25 | 13:30-15:30 DNA ( DNA
H21.01.08 | 14:30-17:00 | DDBJ
H21.01.16 | 14:00-17:00 DBCLS
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H21.03.24 | 13:00-14:00 DNA ( ) DBCLS
DNA
John Wilbanks Science Commons Alan Ruttenberg Neuro Commons
( )
( )
( DNA )
: AJACS
20 7 3 10:30-17:30
64
10:30-12:00
13:30-14:40 BLAST
14:50-16:00
Mart
16:10-17:30 DB Interpro GO CyanoGenes
KazusaAnnotation
AJACS 1
20 7 3 10:30-17:30
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21

10:30-12:00

10:30-10:50
10:50-11:10

11:10-11:30

11:30-11:50

Kazusa Annotation Suite

13:30-17:30

13:30-14:00

14:00-14:30
14:30-15:00
15:00-15:30
15:30-16:00
16:00-16:30
16:30-17:00
17:00-17:30

20

32

11:10 - 12:00
13:30- 14:40

14:50 - 16:00

16:10 - 17:30

OReFiL Allie

DBCLS

AJACS

29 10:00-17:30

BLAST

DB
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AJACS
20 10 18 10:00-17:30

43

10:00-12:00
10:00-10:30
10:30-10:50
10:50-11:00
11:00-11:20 KEGG Atlas
KEGG
11:20-11:50
13:30-17:30

13:30-14:00

14:00-15:00

15:00-15:15

15:15-15:45 OReFiL  Allie
15:45-16:15

16:15-16:30

16:30-17:00 Kazusa Annotation Suite
17:00-17:30 DBCLS

AJACS
20 10 31 13:30-16:50

45

13:30-14:20
13:30-14:00
14:00-14:20

72
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14:30-17:00
14:30-15:10
15:10-15:30
15:30-15:50 TV DBCLS

15:50-16:00
16:00-16:30
16:30-17:00 Kazusa Annotation Suite

AJACS
21 1 23 10:30-17:30

30

10:30-12:30
10:30-11:00
11:00-11:30
11:30-12:30

14:00-17:30

14:00-15:00

15:00-15:30 /BodyParts3D
15:30-16:00

16:00-16:30

16:30-17:00 Kazusa Annotation Suite
17:00-17:30

BioHackathon2009

21 3 16 20 5
BioHackathon 2009
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http://www.sok.titech.ac.jp/

17 20

30

9:00 - 9:20

9:20 - 9:40

9:40 - 10:00

10:00 - 10:20

10:20 - 10:40

10:40 - 11:00

11:00 - 11:20

11:20 - 11:40

11:40 - 12:00

3 17

House

16

4 Seaside House

80 58

BioHackathon 2009

Introduction to the BioHackathon 2009 and integration efforts in
DBCLS
Toshiaki Katayama
Integrated reproducible analysis with Galaxy
James Taylor
Biomolecular Function Discovery with the ANNOTATOR
Tobias Gattermayer
Accelerating experimentation and biological discovery within RIKEN
OSC LifeScienceAccelerator -- eeDB gLyphs
Jessica Severin
BioMart and third party applications: Working towards better
interoperability
Arek Kasprzyk
The Taverna 2 Workflow Engine API : Extensible, High Performance
and Easy to Integrate
Tom Oinn
Multi-repository architecture for service integration
Oswaldo Trelles
Integrating literature and annotation resources: the Elsevier Grand
Challenge experience
Alberto Labarga
Looking back on a WABI life for tomorrow
Hideaki Sugawara

20 4 Seaside
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Galaxy

SADI Perl API
Galaxy Galaxy
gbrowse g-language
PARP 3D Processing
Cytoscape DDBJ-KEGG-PDB
Hackathon
ANNOTATOR TSUBAME
Galaxy

BioHackathon 2009

BioHackathon 2009
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164

20 7 22 () 13:30-17:30

50

13:30-13:45

13:45-14:15

14:15-14:45 DB
DB

14:45-15:15 DB

15:15-15:45 ( )
15:45-16:15

16:15-17:30 DB

()
()

DB

13

20 5 29

33

76

164

DB



14

15

16

17

18

20 6 26

30

20 7 17

25

SVM

20 9 25

17

20 10 23
19

20 11 13
28

77



DB

2008.5.29-30

WGS

2008.6.5-6

DB

2008.11.26-28

tRNA

2009.3.18-19

tRNA

DB

1

78

20

tRNA

27

11

26



50 40

79

DB Biotechnology Japan
H20.5.28
DB ( BP)
11
@ ) H20.12.5
DB BTJ H21.3.25
DB
Medical Tribune H21.3.26
90

93

79




2008 5 26-27 ( )
( )
Hong-Woo Chun, Chisato
L } Yamasaki, Naomi Saichi, ) L
Prediction of protein sub-cellular ] } The Annual Meeting of the Association for
] ) ) ] ] Masayuki Tanaka, Teruyoshi . ) L ]
localization using information from . ) Computational Linguistics (ACL) with the
Hishiki, Jin-Dong Kim, Jun~ 2008 6 15-20 )
texts and sequences. L o ] Human Language Technology Conference (Ohio USA)
ichi Tsujii, Tadashi

( )

Imanishi,Takashi Gojobori and
Toshihisa Takagi .

(HLT)
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28 2008 8 18-20 ( )
« )
KazusaAnnotation Suite:
10 2008 8 22-24 ( )
C )
10 2008 8 22-24 ( )
C )
TV
10 2008 8 22-24 ( )
C )
( 10 2008 8 22-24 ( )
)
38 2008 8 28 ( )
« )
) ) ) Hidemasa Bono, Shoko Kawamoto, | The 8th Cold Spring Harbor
Practical Organization of Sequence Data L
) Kousaku Okubo and Toshihisa Laboratory/Wellcome Trust conference on | 2008 9 10-14 }
as Geve Expression Data( ) ) ] (Hinxton UK)
Takagi Genome Informatics
Japan started data-sharing center for | Kousaku Okubo, Shoko Kawamoto, | The 8th Cold Spring Harbor
publicly-funded biomedical science( Hidemasa Bono and Toshihisa Laboratory/Wellcome Trust conference on | 2008 9 10-14 (Hinxton UK)
inxton
) Takagi Genome Informatics
4 2008 10 14 ( )
« )

81




Text-related Services for Researchers

Yaunori Yamamoto and Toshihisa

o . ) BIBM2008 2008 11 3-5 )
in Life Sciences( ) Takagi (Phila. USA)
2008
2008 11 5 ( )
( ) 08
6 2008 11  29-30 ( )
( )
A Literature Management System with A ) o )
i} ) Yaunori Yamamoto and Toshihisa | The 19th International Conference on
Recommendation Function at Database ) ] 2008 12 1-3
] ] Takagi Genome Informatics (Gold Coast)
Center for Life Science.( )
) ) ) Shin Kawano, Hidemasa Bono, )
Life Science Database Portal Site: The 19th International Conference on
] ] ] Shoko Kawamoto, Kousaku Okubo ] 2008 12 1-3
lifesciencedb.jp.( ) o ] Genome Informatics (Gold Coast)
and Toshihisa Takagi
Functional organization of transcript | Hidemasa Bono, Shoko Kawamoto, )
i} o The 19th International Conference on
sequences as gene expression data. ( Kousaku Okubo and Toshihisa ] 2008 12 1-3
) Genome Informatics (Gold Coast)
) Takagi
46
2008 12 3-5 ( )
« )
46
b8 2008 12 3-5 ( )
« )

82




46

DB
2008 12 3-5
)
. 46
DDBJ, PDBj, KEGG, CBRC
2008 12 3-5
« D
31 81
. . . 2008 12 9-12
lifesciencedb. jp (BMB2008)
MeSH 31 81
2008 12 9-12
(BMB2008)
TV -
31 81
2008 12 9-12
(BMB2008)
)
BodyParts3D: 31 81
2008 12 9-12
(BMB2008)
31 81
2008 12 9-12
MDeR ( (BMB2008)
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31 81
2008 12 9-12
(BMB2008)
( )
31 81
(INSDC, GEO) 2008 12 9-12
(BMB2008)
( )
31 81
2008 12 9-12
( ) (BMB2008)
tRNA 31 81
2008 12 9-12
( ) (BMB2008)
(Batch-Learning Self-Organizing Map: 31 81
2008 12 9-12
BLSOM) (BMB2008)
( )
31 81
2008 12 9-12
( ) (BMB2008)
KazusaWiki: 31 81
- 2008 12 9-12
Wiki ( ) (BMB2008)
Gene Indexing:KazusaAnnotation 31 81
2008 12 9-12
( ) (BMB2008)
31 81
2008 12 9-12
( ) (BMB2008)
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31 81
(BMB2008)

2008 12 9-12 ( )
« )
31 81
(BMB2008)
2008 12 9-12 ( )
« )
31 81
(BMB2008)
( ) 2008 12 9-12 ( )
) o ) Takeru Nakazato, Hidemasa
Funtional profiling of OMIM data using ) L 2008
Bono, Hideo Matsuda, Toshihisa . 2008 12 15-16 ( )
MeSH vocabular( ) ) (JSBi2008)
Takagi
Semantic clustering of biomedical Atsuko Yamaguchi, Yasunori . )
. o . The 14th Pacific Symposium on -
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	① 統合データベース講習会: AJACS湘南
	日時：平成20年7月3日（木）10:30-17:30
	場所：日本大学生物資源科学部
	参加者：64名
	対象：ライフサイエンス分野のデータベースを効率よく利用することに興味のある方や統合データベースセンターに（就職する）興味のある方
	内容：
	10:30-12:00 中村保一 自己紹介 【実習】まずは肩慣らし「検索使い倒し」
	13:30-14:40 中村保一 ゲノム塩基配列と類似検索 【実習】配列情報へのアクセス、BLASTあれこれ
	14:50-16:00 中村保一 塩基配列の注釈入門と遺伝子構造予測 【実習】遺伝子発見ツール・スプライスサイト予測・Martでデータ取得
	16:10-17:30 中村保一 遺伝子機能予測とDB高度化 【実習】Interpro・GO・CyanoGenes・KazusaAnnotation

