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1290212: 8/Mayl09 15:24: fegi-binjjouhou/prothermmvpp_entrypl - (51> ~ U — (GI)

138363:  8/May/09 15:15: /ogi-hin/jouhowfprothermipp_mutationsh — (mutation 227~ OGI)

44363 8/May/09 12:50: fjouhowProthermyprotherm.html  (ProTherm D7 — 1)

41419: 8/May/09 13:03: /ogi-binjouhouprothermvprothermipl (5 — & F5& D (GI )

16943: 0.68%: 8/May/09 12:58: /jouhouwProthemprotherm _searchhtml (R ZR1HI1F)
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4) ProNIT D HRIT 7 & AfiE

H: YU TR Mk =) 7 A MK
Apr 2008: 37876: 2626:
May 2008: 50533: 2627:
Jun 2008: 43835: 2269:
Jul 2008: 49352: 2504:
Aug 2008: 69912: 2497:
Sep 2008: 47086: 1935:
Oct 2008: 80121: 2545:
Nov 2008: 47333: 2397:
Dec 2008: 56741: 2394:
Jan 2009: 34563: 2115:
Feb 2009: 42481: 2341:
Mar 2009: 49881: 2340:

5) ProNIT D7 7 A KA A L :TOP10

617128: 62.66%: .com (Commercial)
130525: 15.76%: [unresolved numerical addresses]
57936: 8.20%: .net (Networks)
26357: 7.44%: .jp (Japan)
10403: 2.09%: .edu (USA Higher Education)
2350: 0.60%: [unknown domain]
2909: 0.45%: .in (India)
2864: 0.45%: .tw (Taiwan)
1969: 0.38%: .de (Germany)
1072: 0.28%: .it (Italy)

6) ProNIT DU 7 =& h~—3 : TOP5

730151: 8/May/09 15:20: fegi-hinjouhow/pronitievwbind_entrypl

{ER=> ~ U—D CGl)

421351 8/May/09 14:38: jouhou/pronitipronithtml ~ (ProNIT Zs—23)

8607: 8/May/09 09:21: fjouhou/pronit/pronit_searchhtml (4 & i )

5291: 24/3ul/05 15:39: /egi-binjjouhou/jpronitinewipronit_searchpl  (7°— 4 Fi5& CGI)

4366: 8/May/09 07:11: /ogi-hinjjouhow/pronitinevwfpronit_statpl

(Statistics 7> CGl)
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BHE-BEAEMAENT —2 =207 0 N2 A7

entrynumber

protein information:

proteinl name

proteinl synonyms

proteinl source

proteinl sequence

proteinl biologicalunit

proteinl uniprot

proteinl pdb

proteinl mutation

proteinl asa

proteinl secstr

proteinl prothermmumber:

protein2 name

protein2 synonyms

protein2 source

protein2 sequence

protein2 biologicalunit

protein2 uniprot

protein2 pdb

protein2 mutation

protein2 asa

protein2 secstr

protein2 prothermmumber

Complex information:

pdb complex

ligand

conformation

Experimental Condition:

Temperature

PH

BufferName

BufferConcentration

Additives

proteinl Concentration

protein2 Concentration

Ton Name

Ton Concentration

Method

Binding Data:

Kd

Kd Mutant

Ka

Ka Mutant

dGc

dG Mutant

dH

dH Mutant

dCp

dCp Mutant

Stoichiometry

Literature:

Reference

Author

Keywords

Remarks

RelatedEntries
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)= — 4 D Controlled Vocabulary

Controlled Vocabulary for Thermodynamic Databases at KIT

This is a controlled vocabulary for all of our databases in Bioinfo Bank at KIT. Here we define each terms in our databases and later plan to
unify it as a Biological Thermodynamic Ontology (BTO), an ontology for all biclogical thermodynamic databases.
Here we follow our database structure. Later we will follow a more generic structure. This work is under development.

Controlled Vocabulary for Thermodynamic Databases

Expand All Collapse All

= ProNIT

Protein Information

Nucleic Acid Information

Complex Information

Experimental Details

Binding Data
Literature

General
= ProTherm
Sequence and Structural Information

Experimental Details
Thermodynamic Data

Literature
General
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(1) XML 7 #—~ > MZ X% ProNIT 5 —& O—

<pronit xmlns:xsi="http://www.w3.0rg/2001/XMLSchema-instance"
xsi:noNamespaceSchemalLocation="file:pronit.xsd">
<entry>
<entryNumber>1l</entryNumbers>
<proteinDetails>
<name>Myb proto-oncogene protein</names>
<synonyms>c-Myb protein; Transforming protein myb</synonymss>
<source>Mus musculus (Mouse)</source>
<fragment>89-193</fragment>
<sequence>MARRPRHSIYSSDEDDEDIEMCDHDYDGLLPK</sequence>
<biologicalUnit>1l</biologicalUnit>
<dbReference type="PIR">TVMSMB</dbReference>
<dbReference type="SWISSPROT">MYB MOUSE (P06876)</dbReferences>
<dbReference type="PDBFREE">1MBE, 1MBG, 1MBJ</dbReference>
<dbReference type="PROTHERM">786 787 788 789</dbReference>
<mutations>wild</mutations>
</proteinDetails>
<nucleicAcidDetails>
<name>MBS-I (22-mer)</name>
<source>Synthetic</source>
<type>DDS</type>
<sequenceTopWild>caccctaactgacacacattct</sequenceTopWilds>
<sequenceBottomWild>agaatgtgtgtcagttagggtg</sequenceBottomWild>
<mutations>wild</mutations>
<dbReference type="GENBANK">M33654</dbReference>
</nucleicAcidDetails>
<complexDetails>
<dbReference type="PDBCOMPLEX">1MSE</dbReferences>
<dbReference type="PRONUC">86</dbReferences>
<proteinConformation>R2 and R3</proteinConformations>
<nucAcidConformation>The base pairs </nucAcidConformations>
</complexDetails>
<exptDetails>
<temperature>20.2 C</temperatures>
<pH>7.5</pH>
<bufferName>Potassium phosphate</bufferName>
<bufferConc>100 mM</bufferConc>
<ionNameOnes>Potassium chloride (KC1l)</ionNameOne>
<ionConcOne>20 mM</ionConcOne>
<method>Isothermal titration calorimetry (ITC)</methods>
</exptDetails>
<bindingData>
<Kd_Wild>5.00e—08 M</Kd_Wild>
<Ka_Wild>2.00e+07 1/M</Ka_Wild>
<dG_Wild>-1.21e+01 kcal/mol</dG Wilds>
<dH Wild>-1.25e+01 kcal/mol</dH_Wild>
<dCp_Wild>-6.20e-01 kcal/mol/K</dCp_Wilds>
<stoichiometry>1.01l</stoichiometry>
</bindingData>
<citation>
<reference>J Mol Biol. 1998; 276(3):571-590 PMID: 9551098</reference>
<author>0da M, Furukawa K, Ogata K, Sarai A, Nakamura H</author>
<keywords>c-Myb; DNA-binding; ITC</keywordss>
</citation>
<miscellaneous>
<remarks>R2R3* (C 130 I), a stable mutant</remarks>
<relatedEntries>2, 3, 4, 5, 6, 7, 8, 9, 10, 1ll</relatedEntries>
</miscellaneous>
</entry>
<copyright>copyright</copyrights>
</pronit>
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(2)

O © 0 N o U R W N

o N o o A W N

77y h 74—~ 8EH XML 74—~ v MNIZEHT 5 FE

. 7Ty NI ANINST — ZIEEOE A TG

. ZOEHD XML A F—~ & ER

XML AF—~vDERET T T T BIA TV A b

. 7Ty R 77 ANDTRTOEE DOFtAAI & EIE

. 7T N7 7 A DD HIML AF#GH 5 % HIBR

. 7Ty NI ANNLIEB LT — 5% S B

. BN EFEIATR CVS 7 7 A JUTEEH L

. CSV 7 7 A NE Gl 7 T 7 FALILHI B

L CSV 7 ANDET = ZHH L XML A% —<(ZhE-> T XML 7 7 A L& ARk
. XMLAEXEF =y 7 LXML 7 7 A V&N 7 — K

. Get the data structure from the flat file

. Define the XML schema based on this structure

. Incorporate the XML schema structure information into the program

. Read the flat file and check all the fields. If there is any error, correct it.
. Remove the HTML content from the flat file

. The flat file contains two columns. Split the columns

. Read the columns and convert the column data into a CSV file

. Read the CSV file and remove the fields having null data

9.

Extract the data from the CSV file and create the XML file as per the XML Schema

10. Verify the XML syntax and validate the XML file.
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BioInfoBank
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YHERST—o<—270Yx D
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PDBj

The National Center For
Biomedical Ontology

Protein Ontology

Biochemical Thermodynamics
IUBMB

The Gene Ontology

ProTherm-Data-Download
ProMNIT-Data-Download
Cross-Reference of ProTherm

Cross-Reference of ProNIT
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