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GO:0005575
G0:0018021
00016020
GO IJIJ.E 288
G0:0003874

mA-AANR4EN

0E10007C21Rik

0810007C21Rik,

1318792,

Ape3, 5
HSFCO13,

pl

Component

Companent
Companent
Companent

Function

Brerroos

| celuter_component
| integral to membrane
membrane
plesma membrane

molecular_fundtion

hinlnmical e

NP_082131

5B1/5

Mus musculus

RIKEN cONA 0810007C21
ene

E) e |02012 Rild

mN-givcosylaton site

MGL:1218218,
Ensembl ENSMUSG00000013622

TOPCONS-single

HMMTOP

MEMSAT

SCAMPI-single

STMHMM

IFRO0O742

ENSMUSFO00000123785

Taxonomy(ID}
@ Homa sapiens (9808)
@ Pan troglodytes (9598)
@ Canis lupus familiaris {3615)
OMus musculus {10050}

@ Rattus norvegicus (10116)

@ Danio rerio (T955)

IF100471272.3 1318

Outside 1-191

M Transmembrane 192-212
Inside 213223
Outside 1-191

M Transmembrane 182-214
Inside 215223
Cutside 1-18%

B Trensmembrane 180-213
Inside 214-223
Inside 18, 212-223

B Transmembrane

Outside 27193
Inside 1-193
HTransmembrane 124-214

Cutside 215-223

Domain Name

NCBI_GI RE

47087146

NP_082131

C2or28 (51374)

LOCT40920 (740920}

LOC475699 (475699)

0610007C21Rik (281628)

RGD1311805 (288841}

si:ch211-101118.3 [E53468)

(Eﬁﬁ%ﬁﬁ'iﬁ%’ﬂ?ﬁ) licensed under CCRR2.1HA

7-26, 192-211

F550028
SMOD181
F500022
F501186

148-187
142187
176-186

176-186

ABC156

OTTMUSFO0000025420

Accession(Gl)

NP_542159.3 (282847378)

KP_001154610.1 (114578571}

XP_532908 2 (73980654)

NF_082131.2 (47087146)

XP_218850 3 (108477992}

NP_001038238 1 (229578835)



HHY—JL:GlycoFASTA

A 71 : Multi-fasta

GlycoF ASTA server|Home]
Thiz Web service provides a system to detect currently—known glycosylation sites. It compiles the information on
Glycopeptide reported in articles and runs FASTAZG for GlycopeptideDB(Subject) passing a user entry of amino
acid sequences as the querys.

ENTRY

=1ieL1:
A -
- Title:gi|62460376| ref [NP_OD1014422.1| ABI gene family, uwenber 3 (NESH) binding protein isoform 4 [Mus - 1099 aa
Query Length:1099 a.a.
I A PeptidelD | Region | Glycosylation sites |
PEP1540 |
PEP153T

B11-838 P1E
Ba-18 B |

GlycoFASTA server[Home]

This Wieh service provides a system to detect currenthy—known glycosylation sites [t compilkes the information
on Glycopeptide reported in articles and runs FASTA3S for GlycopeptideDB{Subject) passing a user entry of
amine acid sequences as the guerys.

Please upload Multi-FASTA file | 2AILEER | BwRRShTE A
E-mail:
Species @

Homo sapiens (To he released soon)

JPER1540
; initn: 177 initiz 177 opt: 177 Z-scors: 337.0 bits: B8.6 E(3738): 2.%6-15
Drosophila melanogaster Snith-aternan score: 177; 100.0¥ identily (100.08 sinilar) in 28 aa overlan (911-938:1-28)
enorhabditis elezans

80 a0 a1 290 280 a0
£1624 TLOVEKPLNDTYTEVEVISRENGEF SGHNKS 101 TNGTF 8 TVENLKPDTSYEF GYKPNP
JPERTS éIOITHGT;SWENLKPD;SVEFQW‘@R

350 360 a7 380 3430 1000
@ G) i |B24 LGEGPAENTVAFSTESADPRYSEPTSAGRDATNTERPFNSDSYSECKGRAYVERTHVERF
o1y AUIST Resoarch Contor tor Mosical Glysascionce | G

JPEP1537
initn: T initl: 76_opt: 7B Z-score: [43.7 bits: 33.1 E£(3736): 0.0059
mith-Waternan score: 76; 100.0% identity (100.0% sinilar) in 13 @ overlap (34-46:1-13)

10 2 £ n 50 50
*Ji 9 -~ / { 7 E %}E AN D B £1 1824 SLGCLLLCGSTALALGNAGKLPKGKKPSLKYKINTTSDS1LLKFLAPNANVKLEGF LLGY
(=] / E = JPEPIS QHIMUSD%M

0 a0 a0 1o 110 120
£i]624 GENVSPNQYFPLPTEGKFTEAYVDAEPKYLIVURPAPPPSOKKSCSGRIRPRKPLOLYYG

ANERATI/EEELS

Gl ev (02012 Wi A (BRI S5 licensed under CCRR2.1HA




GlycoOFASTA#: B ]

GlycoFASTA server[Home]
This Wehk service provides a system to detect currenth—lknown ghroosvlation sites. It compiles the information on
Glycopeptide reported in articles and runs FASTAIG for GhrcopeptideDBlSubject) passing a user entry of amino
acid sequences as the guarys.

ENTRY

[ Mg —

Title:gi |B2460376 | ref [NP_001014422.1| ABL gene familw, member 3 (MESH) binding protein isoform 4 [Mus - 1093 aa
Query Length:1099 a.a.

Pept idelID Regzion Glycosylation sites
LFEP1540 H11-435 H1k

Bd-46 B

JPEFLS40

JPEP1537

JPER1540
initn: 177 init1: 177 opt: 177 Z-score: 337.0 hits: B8.8 E(3736): 2.2e-13
Smith-Waterman score: 177; 100.0% identity (100.0% similar) in 28 aa overlap (911-938:1-28)

840 a00 a10 920 930 940
£i|624 ILOWEKPLNDTWTEYEV ISRENGEFSGENKSTQITHOTFSTYENLKPDTSYEF G EPENP
JPEP13 SIGITNQTI]:USTVENLKPD'ZFS’T'EFGVKPK

450 ag0 a70 aa0 940 1000
gi 624 LGEGPASNTWAFSTESADPRYSEPISAGRDATINTERPFHSDSY SECHGHAYYHRTWYKKF

JPEP1537
initn: 76 initl: 76 opt: 76 Z-score: 149.7 hits: 33.1 E(3736): 0.0053
Smith-Waterman score: YB; 100.0% identity (100.0% similar) in 13 aa overlap (34-48:1-13)

10 20 30 40 a0 G0
£i |B24 SLGULLLCGSIALALGNAGKLPEGKKPSLEVHINTTSDSILLKFLRPNANVELEGFLLGY
JPEF15 VHIHTTSD]SDILLK

70 g0 a0 100 110 120
£ 624 GENVEPNOYFPLPTEGKF TEAWYDAEPKYLIVVRPAPPPSGKKECSGKERPREPLALYYG
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AIST

EERTORILDT—HER—R
GlycoPOD

IH7E14770Ra)LE AN B
SEEFI0TOrIILEARLE,

Protocols Authors Titles About Database

BEIOOTORILERE - ABALTLKFE

jcceps G%ya@ﬁg PO

Pratocol Onling Database

Protocols Authors Titles About Database Login

List of protocols

+ |solation & structural analysis of glycan
Fluorescent lableling of glycan and HPLC analysis
Glycan Analysis by MSn Spectral Matching
+ N-Glycan
Release of N-glycan by hydrazinolysis
M-glycanase digestion
+ 0-Glycan
Glycosidase digestion of O-glycoproteins and related O-glycans.
Rapid and sensitive analysis of O-linked glycans using an in-ine flow glycan-releasing system
« Glycolipid
Thin-layer chromatography (TLC) of glycolipids
Extraction of Glycolipids
« Glycosaminoglycan
Preparation of glycosaminoglycans
HPLC analysis of glycosaminoglycans
Heparinfheparin sulfate oligosaccharides
Chondroitin sulfate oligosacchandes
Keratan sulfate oligosacchandes
Hyaluronic acid oligosacchandes
+ Glycosyltransferase & related protein
Enzyme assay of protein-O-mannosylglycan glycosyltransferases
Enzyme assay of sialyltransferase for glycolipids
Enzyme assay of sialyliransferase for oligosaccharides
Enzyme assay of sialidase
Enzyme assay of N-acetylglucosaminyitransferase il (GnT-lll)

Authors

Akihiko Kameyama
Akiko Kinoshita-Toyoda
Bruce Yong Ma
Hatsumi M. Goda
Hidenao Toyoda
Hideto Watanabe
Hiroaki Korekane
Hiroshi Manya

Jun Hirabayashi
Kazuaki Kakehi

Keiko Furukawa

Koichi Furukawa

Koji Kimata

Kyoko Kojima-Aikawa
Makoto Ito

Masao Yamada
Mitsuhiro Kinoshita
Matohiro Monaka
Mataohiro Tani

Maoyuki Taniguchi
Mobuko Kawasaki
Maongluk Sriwilaijaroen
Mozomu Okino
Fetno Murwanti
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JC GG DB
Glycoepiiopei

[ETEI&EER) FR23FEIL. GlycoEpitopeDFT T AT LDEAFHEZE 1T o1, Ruby on RailsD
HICE DW=V RATLDERAIZKY ., SEROER - H#IFICH (T 5iFH I EE
HESO5ENEAFTES,

IBE. VAT LIT. 2RO LF80%IREEDHAEMNTETLTEY . EEX
ETIZAITTFSIRRDFTERZFTELTLVS,

[RIEFE] FR224FEIL. /ERSNT=#F1GlycoEpitope AT LDENMEFTVIELUE
BT —3ANEENCDTA—RN\YIIZEDWNRABEEFTELTLNS, F

D& RITVAT LDV AT LAANT—EADOZEHEITEE>T HVATLA
ELTERTSFETHD,

GlycoEpitope DA 11 - EIEAH| L, IRIKTL4RIEBETHS. EFHIXH DL
IER—T - FFREINET D, SHITEEHBEREZ T ESIN-HREIC
FAZEFIVIZITL, EFEMEEIA ) T4ZHERLTINND, EFH24FFEH S
(&, =SB MEHRZEMET OMREN T IL—TITSMT HEAREL
THY. COBBNDIEREZRS,
IEM—THEIUIARIE, MEFETITENE 1614, 5784 LEHTLVD,
FH23FEERETICEZVEZ | FRUEELBRGL TISITETHFHEEOL
TIKFETHD. EFRFADME-TELN—TICHTEHILTUVERESE
HELBIT, REFERICIFTMAHTI00HLGHIEEZBERELTIND,

{cc 02012 Ri#2 R (ERZLMTHESFATA) licensed under CCRR2.1HZE http://www.glyco.is.ritsumei.ac.jp/epitope!/
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RESBIEFZEM T SRR ENEHERHIZER

MEERT—AIR—RT—F T T IN—TEHERK
Carbohydrate Synthesis Database Working Group(CSDWG)

Rt KE [EHEZ%LE
AL KZE /IFEHE F—aiR it
HAL AR B LA s o 4= i & b O T NMRTE— 4% (S

oH5 S RSV I TN GlycoChemPOD

Lt *'E"fﬁi L2 EMTOPI—LET—SR—ZADEL:
'i;ﬁj(% jt?ﬁf‘ﬁﬂi SRF LT RESE

HRIEXKE SEXE
RREIXKF HHEE

STEEE S INEEL l t
AT Kk .
A HHEAL
° r=h  oagse
.ﬁi; fﬁii NMRES 2 7 — 2 () 238 - AR AT - 253

= WESH & B RIS RO B - 2543
HFOWMET HES P AR R ERHEE DR -
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recognition
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Bocki®

L TR TP ! C RN

XERT —#%

o ima 13 el - e e | AN

RXN,RDF2 =

-------

Webl X7 L

Function of Stock System

»Edit of chemical structure using CSEditor

> Registration of reaction information to local system = BiET—4

> Retrieval of reaction information XMLZEF|AELT=
»Edit of reaction information (temperature, reaction time, etc:**) T—AR¥EE
»Enter its comments, usage, and yield for each compound
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AIS G- $5 8% -NMREFE T —AZ 5 AT L DEF
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£ HFREEEVO i

Dot 161k

- AFUA | [Rrin Ao | (70| CIOH
itameE polecia) Wi 1E | WTSATTR

LA A VBRI
SrAME) REE) - L) , e IR | RORZTR

EACTS AT
DOL 10.1016/canes 200803024

SF | Molie [ 108 [3= |

MHItLE Uz BEPRTUEUR.

WebH—

XHES. LEMES
FYR FREERRIEG

[ ﬁn.’:i'nkn'i[)rr.lrr.cnmﬂ.’i_gIsi-)_]['[#i]ﬂi; =3 hman wrad_yamada¥-20120125¥10.1021_s037988s-Compa... |
G IyCO NA IPAME)  REE) Convert  ~JL(H)

Dol 10.1021/a087900:

- ATEE | | Feldu a1 7 -oER L.
VI DB EamEs 1 malecubll  M-0005-00: - | Mol ISAHTRR POLKF VWA JOF BAN-WVBGWOLGSA-H

resctionid  F-0000-001552 RENET L RT

A | Maltie [ W8 150
HMR-1

1H HHR SO0« Fis | AR (400 Wit COCIE seected snalsl 0, 110 s SHD 173 (s 8D, 505 (s 14 000
f‘ IHP B23(d J=70 M. 1H), 658 (d JBT Mz, 1ML THE (2 J=T4 Mz, 2
solvent | CDCI3

?nl :la' 95." \ 2
T 1308 |l 1525,
40, 1994, 1395, 1402 W14

Insert 1%7? _\\ Purification by preparstive TLG on 4 20520 cm % | mm thickness PKGF plates developed with 10 X ethanol in tokuene.
Datab ase Web_U__t\‘Z XM L% *” % Lf: Save TaVD AT (e 45, CHom State =1 Mahearorn
F— s = -

X ethaol m fokere

Web X7 L
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Glycan Synthesis DB
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Service .. —
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Web Application
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RRFARDERE~T I EHREE

F1ERAEEHFE (EFH23FE)
MEFFEOZEMEIL, 1)NMRARIL)L, TLC, FFELET —AIN—REBH{R AT LDHERETET
2) BRI T —3AN—XIZDWTIE, RIS ZF 1500442 - Z&§F 3)NMRANRIKLJL-TLC-F5
AEDT L0 BB A EFHIMAELT S,

ZE R E(2012/2)
1) T—3R—RXBEH AT LDEF 80%

2) BRI EEERGGEN
- ERRIGT—%:
. ARRGEEIEE R (10894)
3) N FiEgHmT—2EE
- NMRT—%4:
. ERT—ABIE.RE (184) 36%
- XERT—HEIE (20044) (400%)
- TLCT—%:
. R 53 (40H) Hee
- FalET—43:

- CRAERIE - B 8% (59%) 118%
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Prediction of ¢ | shift

(protein-free a und state)
Collaboration with Dr. Sugita’s group

1
54 52 50 48 46 .
H (ppm)
F

NMRT—A2DERE
BET—IDERE
SHEH 2L — 3y

A E3
=  A3(p). B3, =
AS(@)  C3,D3

E4
= A5(). BS,
@5, 05

Prediction of gl onformation
Prediction of gl rotein
interaction

(cc 02012 Rt A (ERBE B AMMREM) licensed under CCRR2.1HA




A RIKEN Glycan NMR Database
L0 :
HEEONMRT —FN—REEDI Tk
BIFDHEENMRIEZE S T T —IN—RDEFE R

SUGABASE:
http://www.boc.chem.uu.nl:8081/sugabase/sugabase.html

Glycosciences de: http://www.glycosciences.de/index.php

BIEEENELED
T—RAR—IANEFHINTLVELY
FHRMNE P THS

BT HEENMRIEZ DT —3R—X

Bl—DRIESEE -R—DIEZI INEEYELET S
sEelRESTMERCI L F)
L2 TRELARIEED BB AT FIE A&

(cc 02012 MR R (EEBEHRAFEA licensed under CCRR2.18% Er DT EIERBF D HRIESE 27




RIKEN Glycan NMR Database

NMREIE FEZEL-tD (11 230K %)
8t&E%E 3t&%E 18%&%8
Mana . IcB1-
Glcal-2Glc San e
Glcal-3Glc Mana1~
Glcal-4Glc Mano . (Glcal-4)n
Glcal-6Glc GIcNAcB1-45Man n=2-7
Manal”
GlcB1-2Glc GIcNACH —2Manor, (NeuAca2-8)n
Glcp1-3Glc GlcNAcB1-4SMan n=2-6
GICB 1'4GIC GIcNAcM—ZMana‘I’
GlcB1-6Glc GIcNACH1—2Manat, * ((EICNACB 1-4)n
gMan n—3,5
GlcNAch1—2Manat”
*synthesis in progress

e 02012 iR A (BRI SHZA) licensed under CCRR2.1HA
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Relationships among RIKEN Glycan-Related
s Databases

RIKEN Glycan Conformation Database

N\

RIKEN NMR Glycan Database

(cc 02012 Rt A (ERBE B AMMREM) licensed under CCRR2.1HA




FED

ﬁ E R ad0I0]= 3 DBCLS
JCGGDBD#fEsaib g 1~3%8H tT Ty DFIFE

SECOXRE-HADBTODIILD

X770k DBEH—/ DB E
saz, Gho 3 -JCGGDBMDT—4E#

e B35 &BIFDBOfE (BN
- DBREHE - S A RABT—4%4DBILXIE(ER)

BT EROEREDBICT 1y Rt

- - DHER R
-web*OAPID S H#EE 1L HEFHBEEDDB
AROTOrINERYEELD S -DBD & E [ L

CBRAEEY (1)U—R) DR BEZEY—LOBE 1~3%H
M DOHER S
1~3%H (T ——— —

(—H1EL©) EENGEEN ) VRS 7T OEEADRR

Ny l/ 7¢.~ >
S Uat ol o OREse
NMRYTFIL 1 ~o&q 2~34H

(cc ©2012 MR A (EREK T EHIEM) licensed under CCRR2.1HAE




