H23EE MG L ET OV S LEBHRES

EREBET 2\ IODOEBRENGEELMEE

(Protein Data Bank japan: PDBj, http://pdbj.org)

.............

pegREaliza

TR, e LRI

1. 2|Kw nﬁﬁ%nﬁw_d)ﬁﬂ’l ga

KEHARE : FAFHER(KEKREZEBEHR R -FHIR)

REMHRE: BIREE ARXF REH R H12)

PDB (Protein Data Bank):

X RN RESLRE NMR), B
FHEMESRAL>THONT8HHEL
ERE-BE-BLEEOERERFIRT
I RBEDERM T —3~"—X, RFEL
TOER.7TI/BERE RBRFE. E8R
FDE#R. RRBAT—2Z22T,

BB hDLE. EAEEET—4/\> 7 (PDB)DIEE - EEEZEHTHLEE
2. NMREERTEH DT —4/\>4(BMRB). BFEMEOXE/NATELIZLS
BERFHRT—IN—ADB)ZEELLART S, ArAP— T—2EEIRXT
L -G T—3Z2x  FIREA 3 —DD—AP_RMDBELUVEL DY —
EXLEFELTLRHL. PDBOSELE -HESIELEZEY. AFMERELERELT. itk

DERDBEDFHEILIZL A E R EHEEE

DERICETHIMEREZITI,
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2. FEBOARHAFEDAT T 1—)L

H23 [ i H24 £ § H254

(1) PDBF -4 &UNMR |, ﬁaﬁ#ﬁmﬁﬁaNMR%ﬁH&a}ﬁﬁ S
KREROBHE-FEHO | sgesomet apitons :
EFREHICSORIMEET — | i WWPDBEBID#AE | ;
AREEED RS - >
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< NBDC&G)&AH’JT—QA—ZLEo)ﬁﬁﬂﬁﬂﬁﬁb%ﬁﬁ S
Q) MEEICAEITE=T—5 | #ﬁm‘*#ﬁa)RDFﬁ;t%t FOBEILLERT
N—ZADEEIE BET—20A oD HE '

jﬁ —9@%&71—7)#@?#1% L4 ,
—*:F«r/st 71—7(0)3&&‘_—'5?1!:

NMR1I:—1=/7I~T—’5¢0)F”‘¥E B RT LD EE
JSTARBEANQEH) | XMLEHA~DEH) \Q
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DSV AT LOES | PHRREPDBT—RLOHEE
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3. AR EEDOH2IFEED BE., U¥EHE
(3-1) PDBT 4B L UNMREERIFH D Z &k - R O EFEHEIC LD

EEET —IMRREE DR F
*Primary AnnotatorsIZ&AEKEDRALI-T —2Z D MIFRIETE,
-ZFEEDOE#4L - HE1{E (Common Annotation & Deposition ) AT LERFED

EER D (TR EHEY),
-WWPDBE S & HEHE,
-EFHEMES LUXBENAHELOERICKIBEBTRT —IRN—ADIEFE LB
‘NBDCED#HEH T —EIR—EEDTHAEIEBELER,

(3-2) MELICRIFT =T —3R—ADEEIE

ERERET ANEE - BHAVATLOEEIL: thdDBEDREESAST—4L
RDF{ELT-=PDBT—42% 1L . DB#i S L IREZE{HT 5,
EBET—EDA A —DOHE B : mmCIFD R ICEDE, OWLIZHEEMLT=
RDF/IXMLOD#EIL L, BDRDFENLZEINI-DBED & RIF FHiEDFEIL,
T—ARARBEHEDIA—TYFDU R -BF  F11-GPDBOA— VL DRARELRH.,. LU
YRA—TA—I I DHEIL, NBDCEDEEIZKDEBET —IDNT+—I VY DIREL,
A—HFAA—TT—ADUE : ZEFETDweb paget®. jVEAW-GUIDEEt
‘NMREERT—ANEE -BAVATLOEEL Ao O —TRICE IEENL
XMLEZRiEZBAFEL . NEDBEDH AR AZEZAREEL . FIRER T —2Z2IMNET 5,
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(3-3) HEETEHMEEERREDMEILI AT LDEIFE
-EREMREBEERABELT —E2XN—XADBBEPDBT—2LEDHEIL [ RFLARILTD
EOEMHEERAZRERTSAMAC—42FEL, HEERRAMZRDFTRERT S,
NITKY . RFLANIILSBRELARILSGFLRIL->FFESELANILADLGIFT,
S REGHBEEERA. FFLANILOEREHESILTELIREEZEZS,
-ERSEHREA N ELT-, EEIFRICE IGBBED BT -HE/ M TSIV DIBE:
PDBjE LU ZDHDBHAREIFHAFELI-. JE— I RERJT DHEECLCHENEREHEE
ERER I PHEEMN S FREDCLOHTEDY—ILEEIZ, 7/ LBITEIZE>TELN
EIFEHI . BERRHIVEIEESEEZSTCETIIVRERRZ—EEHL. X
H B REERE M ETEAIB RGN\ (TSI U%ERFEL. RitT 5,

(PreMAFFTash, MAFFTash, MSThread, Spanner, SeSAW, surFit £ B - iRt

ENLZEDLVERRVATLET D)

(3-4) AMERDETE
T—AFRBREICHTARRENDT —ARELEFICOVLVTOEE B ELEYE
DWAREF-FEIZTHL, T—2DREEBITOVWVTEBT SO —THBNT 5,
- T—AFAEICHTHASHEIUVEELFIAEIZTOVTOHRE A5G F Bk
& BELweb serviceDFFLEDNAIZDONT, BEESOEIFT—THNT 5,
Xal—A, T/T7—30O ANMERK : EFE#I%Eon-the-job trainingZ ML . EERE%
B2 =%al—3 . 7/T—3%EBHT 5.
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4. KAREHAFZFEEDH23EEDEIR;
(4-1) PDBT -4 L UNMREERFH O Z ik - A D EFREHEICLD
EheET —HREEEDRF

-Primary AnnotatorsIZ& Ak EDRALI=T —2 B 8F D HEFTFIERE .

20000

Bl Processed total at PDBj (18,342, Feb 2012)

80000

B All available PDB data (79,356, Feb 2012)
/70000 r
60000 :
50000 :
40000 -
30000 :
20000 -
=] 1

0
2000 2001 2002 2003 2004 2005 2006 2007 2008 2009 2010 2011 2012
year

PDBj curates and processes about a Quarter of the deposited

data, mainly from Asian and Oceania regions.
e<) | © 20 127041 & (KBRAZ) licensed under CCRF2.1 0% p. 5
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-ZFEEOE#4L - HE1{E (Common Annotation & Deposition ) AT LERFED
EffthH (T2 R ZEEH),

W OoOL_LLDWIDZX

P DB PDBj

FLOTEIN DATA DANKE

Validation Tool for Master Format File

Upload Master Format file (PDBx/mmGCIF)

Cr¥Usersih arubin ¥De shtop¥rosbO6 752 4 oif | #ET |

Run alidation womiowina =
e ZPIDE PDB)

FROTEIN DATA DANE

| reset rrrncf file “roshOETE2A ot has been uploaded

| Return to Top page | | Display uploaded data |

%% mmCIF_WALIDATE: dictionary= ./mmcif_pdhx_val.dic
% dictionary.title nmcif_pdbx.dic

% dictionary.datablock_id mmcif_pdhx.dic

% dictionary.version 4.022

number of categories: 144 —> 76

Options for Error messages:
| Errors for public cif (de fault) | | All arrars |

Category name data type errors mandatory errors primary key errors enumeration errors  alias
errors

Error tvpe itern name Brror message

Data check results

reflns data twpe: 0 mandatory: O primmary kew: 0 enumeration: O alias: G
struct_conf_type data type: O mandataory: 0 primary key: O enumeration: {0 alias: O
struct_biol data type: O mandatary: 0 primary key: 0 enumetration: O aliaz: 1
database PDB rev data twpe: O mandatory: 1 primary kew: 1 enumeration: (1 alias: 4
refine data type: O mandataory: 0 primary key: 0 enumeration: O alias: 18
refine_hist data twpe: 0 mandatory: O primary kew: 0 enumeration: O aliaz: 3

o) X 020127041 JA (KBRA%Z) licensed under CCRR2.1H&
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-WWPDB;EEN & HEHE

wwPDB Advisory Committee meeting at EBI-PDBe, Hinxton, UK on Sept 30, 2011

K

o
\n,3H M Mywegt G | akamura }
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-EFEBBESIUXR/NATEORRICKIBERBT —IN—ADEELLEH

mﬂm & :b;manwnm-EmnmNavar Eﬂinﬂl f ‘ Ybrbi{!m‘i 3£ Optionses ‘ =1 Lal| B2 Components # Style
Li i i 7 Doe )
MPDB; |> | BEM Nuvigator > [ Gullry page - — = M

| Image: | Rainbow 3| Size: [ 5m

cell cycle

Twa'@?_w. @wi&-@.—
A86F=Baa

“"”"Possf| i

]
j =]

DNA replication & repair ED posited structur | : helical asymmetric unit, 1 polymers
‘ Biological u
@ "" @ @ @ P d &1 JLE},EE,, J ve helical assambly
[ helical, transform to helic Ir’ame}@b ownload

Assembly ppg apdata:
B vf rum J;LL
y g‘ n of second

:_ ....... B (lowen
EM Navigator: Viewer of Yorodumi: Viewer of both
Images of EMDB Image and Atomic Structure

-PDB T—%& EMDB D#i &1 h32012FE3A oA T 5E .
ZFNIZEHEVD., e EEEEEELT=,
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‘NBDCEDFH AW T —IN—REE DA ZEELER,
i) NBDCODT—R 2 A—IZ  R—FIIVEREL. S5—)T 5 (HEEH)
i) T—ARMAY—ERE, B VAT LR HIE DBCLS LERTEE

GIRAFDEE ¥ A& I D structural motif dataD R &1t
http://pdbj.org/giraf/cmotif/
Supporting Information for Composite structural motifs of

interaction interfaces for delineating biological functions of
proteins by Akira R. Kinjo and Haruki Nakamura

List of data at Tog DB/ compo_motif,

Motes:

+ Al data for reproducing the results of the paper are provided below.
o Al files are ipped, comma—separated value (C5Y) text files,
« Inthe following chain ID's are in the form of “struct asyrmlabel sy id” " pdbe struct oper listid” (e.g, A1) if pdbe struct_ sssembly categony

elements are provided in the corresponding PDEML file, or struct asym label asvim id otherwise. They are different from chainID's in the PDB
forrrat filest

+ host data can be browsad at TognDB compo_motif

List of tables

file size G
table name download file (bytes) TomDB description
: The upper—most UniProt keywords in the Biological
p top B top.CEv.oE ] o p fop
by to bop top cey ] compo_motif bp to OrEEe e g
cratif crnotif.cev.g |432K |mm@ motif crnotif List of composite motifs
ermotif_ nonpohymer emotif nonpolymer cev.ge (557K compo_motif ermotif nonpalymer :;:tségiimmaw rotifs e abpalymelbibding
emotif_ nucleicacid |emotif_ nucleicacid cev gz 38K compo_motif emotif nucleicacid !‘ISt HEekmental motif R aGE hinging
interfaces
emotif protein ermotif_proteincsw.g [atstal o compo_motif emotif protein !_Et CRek mertany ot D atel Talnding
interfaces
func_all_chain func all_chain.csv.ge 01K compo_motif func all_chain Eitcﬁ;s-;bunlts FoenRthal et

o) X ©2012°F# &FA (ATRAZF) licensed under CCRm2.1HA
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(4-2) AR F—AR—RDOEELL

-EHERETSNEE -BHAUATLOEEL hDDBEDFEEMEART—4
ERDFELT1=PDBT—42% iR #tL . DB SILBIEZEB{HT 5,
BET—2DA A —DWE -BFE : mmCIFOEERICEDE, OWLIZHEHL
F=RDF/IXMLMDFEIL &, thDRDFEMNEINT-DBEDHE S BIFI B iEDHEL,

Published online 5 October 2011 Nucleic Acids Research, 2012, Vol. 40, Database issue D453-D460
doi:10.1093 nar|akr8 11

Protein Data Bank Japan (PDBj): maintaining
a structural data archive and resource
description framework format

Akira R. Kinjo', Hirofumi Suzuki', Reiko Yamashita', Yasuyo lkegawa’,
Takahiro Kudou’, Reiko lgarashi’, Yumiko Kengaku', Hasumi Cho’,
Daron M. Standley®, Atsushi Nakagawa' and Haruki Nakamura*

'Institute for Protein Research and 2Imrrmn::alc;g_k,F Frontier Research Center, Osaka University, 3-1 Yamadaoka,
Suita, Osaka 565-0871, Japan

Received August 8, 2011; Accepted September 15, 2011
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PDB/RDF for Semantic Web

(Developed by PDBj: Akira R. Kinjo et al.)
http://pdbj.org/rdf

About PDB/RDF
PDB/RDF chem_comp/RDF Search

PDB ID (eg, 'TRSA"
property: (eg., : s

Z 'PDBo:entity pdbx_description’)
keywords: (e.g., "alcohol’)

[ zubmit ” reset ]

Download XSLT stylesheet for converting PDBML to RDF: PDBML2rdf xsl.gz
(gzipped 22KB)

*} Some web browsers such as Internet Explorer will display the plain XML file. Please use other
browsers that can handle XSLT, e q. Firefox, Google Chrome, or Safari etc._.

PDB/RDF is a collection of PDB data in the Resource Description Framework (RDF)
format. The RDF format is the standard format for the Semantic Web.

An ontology defined in the Web Ontology Language (OWL) is also provided for the
PDB/RDF, which is a straightforward translation of the PDB mmCIF Exchange

Dictionary (Kinjo et al. Nucl. Acids Res. (2012) 40, D453-D460).
o) X 02012741 \A (KBRA%) licensed under CCRR2.1H& p. 11
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Subject: http://pdbj.org/rdf/1GOF

Predicate
PDBodatablockName
PDBo:has_atom_sitesCategory
PDBochas_atom_sites_footnoteCategory
PDBo:has_atom_typeCategory
PDBochas_audit_authorCategory
PDBochas_audit_conformCategory
PDBo:has_cellCategory
PDBo:has_chem_compCategory
PDBochas_citationCategory
PDBohas_citation_authorCategory
PDBo:has_computingCategory
PDBochas_database_2Category
PDBo-has_database_PDB_matrixCategory
PDBo:has_database PDB_revCategory
PDBochas_database PDB_rev_recordCategory
PDBohas_diffrnCategory
PDBo:has_diffrn_radiationCategory
PDBochas_diffrn_radiation_wavelengthCategory
PDBochas_entityCategory
PDBo:has_entity_keywordsCategory
PDBoha =

Object
1GOF-noatom
PDBr1GOF/atom_sitesCategory
PDBr1GOF/atom_sites_footnoteCategory
PDBr1GOF/atom_typeCategory
PDBr1GOF/audit_authorCategory
PDBr1GOF/audit_conformCategory
PDBr1GOF/cellCategory
PDBr:1GOF/chem_compCategory
PDBr1GOF/citationCategory
PDBr 1GOF/citation_authorCategory
PDBr1GOF/computingCategory
PDBr1GOF/database_2Category
PDBr1GOF/database_PDB_matrixCategory
PDBr:1GOF/database_PDB_revCategory
PDBr1GOF/database_PDB_rev_recordCategory
PDBr1GOF/diffrnCategory
PDBr1GOF/diffrn_radiationCategory

PDBL — = thCategory
DBr1GOF/entityCategory
PDBr: = egory

Dose o

PDB/RDF example

By accessing http://pdbj.org/rdf/1GOF,

a list of category holders for the PDB
entry 1GOF can be retrieved in the
RDF/XML format.

Then, a list of category elements can be
retrieved (again in the RDF/ XML format).
Finally, the a particular category element,
the list of properties of that element is
retrieved.

PDBo:ha|
PDBo:ha| Predicate
PDBo of_datablock
PDBo:has_entity
PDBohas_entity
PDBo:has_entity
PDBo:has_entity

PDBohas_entity
rdftype

rosong  Subject: http://pdbj.org/rdf/1GOF/entityCategory

PDEC1GOE

Object

< PDBr:1GOF/entity/1 D
PDBr:1GOF/entity/2

!

PDBr1GOF/entity/3
PDBr:1GOF/entity/4
PDBr:1GOF/entity/5
hitp://pdbj org/schema/pdbx-v40.

o) X 2012041 & (KBRA%) licensed under C

Subject: http://pdbj.org/rdf/1GOF/entity/1

PDBo:of_datablock
PDBo:of_category
PDBo:entity formula_weight

PDBo:entity.id

PDBo:entity pdox_description

PDBoentity. pdbx_ec 1.1.3.9
PDBo:entity. pdix_number_of_molecules 1
PDBo:entity. src_method man
PDBoentity type polymer

PDBolink_to_enzyme
PDBoreferenced_by_entity_keywords
PDBoreferenced_by_entity_poly
PDBoreferenced_by_entity_src_gen
PDBoreferenced_by_struct_asym
PDBoreferenced_by_struct_ref

rdf-type
I

Predicate Object
PDBr1GOF
PDBr1GOF/entityCategory
68579.250

1
GALACTOSE OXIDASE

hitp.//purl.uniprot. org/enzyme/1.1.3.9
PDBr1GOF/entity_keywords/1
PDBr1GOF/entity_poly/1
PDBr1GOF/entity_src_gen/1
PDBr1GOF/struct_asym/A
PDBr1GOF/struct_ref/1
hittp://pdbj.org/schema/pdbx-v40_owlkentity
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Example of an RDF graph

U
1
UP: QBN 745
aoillys o:struct_réldb_name
o:struct_rgf.antity_id
o:link_t@~lniprot r1GOE/sini@® rel seqlt
o:struct_ref.pdixgb_accegsion
d reference=—to"struct_ref
r:1GOF/strud
OO rstroctTetdtcode 2ac IDACDE
o:sTict—redid
ohas_struct[refCategory _.
897 a:0f a:struct_ref pdbx_align_begin t
piter_code
Al 2
]
pidn
to_entity
o:has_entilyCategol
i r:1GF/afity_poly/1
oentity. mathod 68 250
r:1G0OF/an alggory ahcd_to_entit
grentity_fosendla_weight
1
i o -pdb et ol_molecules
Enzymd = o
o enliTy e
o:refergpesTo_entily oemtLid C188 9
o:refarance” ta_entity | pand % {ype
r:1GOFfentitfReywords/1 c-arftity. pdbx, descriplita i
orefarency_to_entit
polfihar
r:1GOF/st
ALAGTOSE
OXI10A

rr1GOF/enti®_src_gen/1

The network of RDF resources for the A subgraph of the left network
PDB entry 1GOF. augmented with literal objects

o) X 020127041 JA (KBRA%Z) licensed under CCRR2.1H& p. 13
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‘NMRT—S#EDEERMATLOEEIL
NMREFZEAS D1 T — Sl STARFEEKX EL TR fRITFAGUID B BIfESE

,NMR Project Class NMR Tool_GUI Class #

5 _cyana_input. id 201110101
: _cyana_input. user ’Naohiro Kobayashi’
: #cyana input. mag ?

E NMR_experiment Class

P emiisdeaiuiassereits,

Ex periments|

loop_

_hierachy_cyana_input. tag
_hierachy_cyana_input. item
_hierachy_cyana_input. type

H L TR “hierachy_cyana_input. item_up
cyana_input_gui_mother_top item top none
: cyana_input_gui_mother_top widget norm item s r.—
H g ph| : cyana_input_gui_mother_top geom end widget = et
E HH cyana_input_gui_mother_top color end widget i el 0
H i cyana_input_gui_mother_frame item top none |
: : Peak_quafihr H cyana_input_gui_mother_frame widget norm item i_::‘_‘-w .._'-.-“: ::“-
: [Residue_ID: 28|Residue_no_seq: 237|‘|—] == : cyana_input_gui_mother_frame row end widget | -] -
5 [Atcm 1D: ?|Name HB1| = NMR Data Analysis Class cyana_ }nput gu; mother_frame col end w}dget e
A R AT AP P e e mi s Lna ks b SRR AR AR cyana,lnput,gu;,mother,frame anchor end widget i -
:[Peak_assignments| cyana_input_gui_mother_frame parent end widget . — i .
iR AR ARARARAL A A S R as i [spec_type: HBHA(CO)NH] : o - ——— . ———
* |Procheral: HB2| Cot ce step: 5| : | w—— l = i me
- Isotope: ‘IHHIabeI:0.95 Lcon fter_type: 1J|5 -:: : -
5 i S S R S b e e e =t
Assig | NP.ﬂR 5hgna1 '155|gnrnenl Ciass |"mm— -
Num_possible_ass: 4| | S = :

BMRE deposition

Assign_prob: 0.902

R oo s G EERT—ALDBEYIEMY—IL

HN | HAB  HL[H .

r

NMRT—5 DRRHT & SR DX 1 _.-:-_'-z«_z;;c—:; =

-n 1 im 401 m &0 o1

E BMRB entry

T ;- iEvZTAI J:é
EBT—Y0RE

] 800
¥ T

. -] = i = 50.0
- -— =
- — ] £
- r

== | e = E 00
- - o E
| 8

5 101 51 5 a0 m 401 451 01 551
BMRE ontry

BHONMRT—4EEE A bAd—ITKYRRRL. ﬁﬂﬁtﬁﬁfﬁ%éﬁAuj{%/ZTA’&Eﬁ%
BATAHETEMmBELT—IRN—REEH
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-HETHHET HEARRNMRT —2H DWE B

| mEY—— |

3

NMRAIZET—

A BT E
H—/\—
(AR EY— =55 ATk ~
WA I=HEF T AR

M FEE 4w L,
BIRE, ERAR—X1t
k&x—?/_\@‘aﬁzé&s BREEIXNDER D

\

T—QA—Z

[ Mobilel® |

EER T — AL E M S I E ]
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(4-3) BEETR LB EITREDHEIL S AT LDRAF

-EREMHEEERASMAT —IR—ADHUREPDBT—REDHEIL R FLARILTD
EREMHBEERAZERTSA O —%2FE L. HEEAZPAIEZRDFTERRMRT S,
NIZEKY, BFLRIL-BELRNIL-HDFLRIL-SDFEEERLARNILADILZITT,

= RAENBEEEA . BFLALOESER AL TEIBEEER 3,

OPEN 8 ACCESS Freely available online

@ pLos ene

Delineating Biological Functions of Proteins

Akira R. Kinjo*, Haruki Nakamura

Institute for Protein Research, Osaka University, Suita, Osaka, Japan

Composite Structural Motifs of Binding Sites for

PL0oSONE (2012) 7 (2), e31437

" A Eﬁ“‘ﬁf _'"*‘3”’";; 5'2@3?;” Atom LA JLTOstructural motif
2 e ELT. BERFUHUFREET—
. 7 (Ligand binding) £ & H & H#8

B ee ® f"t;

L .J f _\' f
o) | 020124 &

S 2IWE-A (C2=nzer

(KBRAZ) Ii}:ensed under CC§7T=21 B&

essassssssseveses - Subunits HEREF—7FPPHLHY. EFh

' 58 ¥ D EF — 7 (elementary
| motifs DEHEDHMAEHHE
Composite  (composite motif)lc&k->T. EAH
motifs DEHDERE AL, LY
REICEEIND,
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BRSIIREEA N EL -, BERRICEOBBEDBERT-HENN(TI1DIEE:

*Multiple Sequence Alignment (MSA) for query (MAFFT) and templates (MAFFTash)
*MSA-profile alignment (MSThread)
*Fragment-based structural modeling (Spanner)

*Function prediction (SeSAW) http://sysimm.ifrec.osaka-u.ac.jp/pipeline5/ (B hR)
Structure & Function Prediction Pipeline

m Progress = Alignments About

Query Sequence

>sp|Q5D1E7|ZC12A_MOUSE Ribonuclease ZC3H12A OS=Mus musculus GN=Zc3h12a PE=1
SV=2MSDPCGTKPVQESNPTMSLWSLEDRHSSQGRPQPDQDPVAKEAPTSELQMKVDFFRKLGYSSSEIHSVLQKLGVQADTNTVLGELVKHGSATER
ECQALTAPSPQPPLVPRGGSTPKPSTLEPSLPEEDREGSDLRPVVIDGSNVAMSHGNKEVFSCRGILLAVNWFLERGHTDITVFVPSWRKEQPRPDVPIT
DQHILRELEKKKILVFTPSRRVGGKRVVCYDDRFIVKLAFESDGVVVSNDTYRDLQGERQEWKRFIEERLLMY SFVNDKFMPPDDPLGRHGPSLDNFL
RKKPLPSEHRKQPCPYGKKCTYGIKCRFFHPERPSRPQRSVADELRANALLSPPRTPVKDKSSQRPSPASQSSSVSLEAEPGSLDGKKLGARSSPGPHRE
GSPQTCAPAGRSLPVSGGSFGPTEWLAHTQDSLPYTSQECLDSGIGSLESQMSELWGVRGGSPGESGPTRGPYAGYHSYGSKVPAAPSFSPFRPAMGA
GHFSVPTDYVPPPPTYPSREYWSEPYPLPPPTPVLQEPQRPSPGAGGGPWGRVGDLAKERAGVYTKLCGVFPPHLVEAVMRRFPQLLDPQQLAAEILSY

KSQHLSE - ] . ] -
Structure & Function Prediction Pipeline
Input Progress 3 About
1l
Alignment methods r
[#] hhpred options
[ ffas options EEE
[F] forte options = 5
[F] msthread options m
=
B &1 cuk_H
: L 2dna_A ] i
E-Mail Eﬂ}
e & 3d0u_AS & e3n_ A 4
b 11 ad_Hs 1byk_H
Run!
Racti_bd e Spanner Model
21 bt _s .1 4
31115 +  Phsg A 4
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