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ChlIP-seq = Chromatin ImmunoPrecipitation with Sequencing

Sample fragmentation
Immunoprecipitation
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J DNA purification

High-throughput sequencing Park PJ (2009) Nat Rev Genet



Bx B FHlEry T =07 S

TRzEAY=Ly

KO, KD f##7
&< @ ChIP-seq T—%

LEifzaxIy =0y

© 0
N/

cis-element #&47, EMSA
240 ChIP-seq 7—#



He B |

WIRFEH DT —

:ChlP-seq R %,

ENCODE T

— 573 E)

Test
Window FPOSitTiOn Human Feb. 2689 (GRCh37/hg19) chr2e:22,560,499-22,569,810 (9,312 bp)
Scale 2 kb} { hai9
1 chr2e: | 22,562, 808| 22,563, 868| 22,564, 898| 22,565, 800l 22,566, 880| 22,567, oas| 22,568, 89a|
| Perfect Matches to Short Sequence (ATGATCATG)
UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAS & Comparative Genomics)
FO
FOXAZ
7. H1-hESC CREB1 v642211.1 ChIP-Seq Raw Signal Rep 1 from ENCODE/HAIE
CREB1 NESC CREB1 V11 1
= Ry | | a Ty | u s L mh _d Y W & Jd
1.46074 _ H1-hESC CTCF 5916 v9041610.2 ChlF-sed Raw Signal Rep 1 from ENCODE/HRIEB
CTCF hESC CTCF V162 1
0.171852 _ 1
@ _ Hi-hESC E2F6 v842211i.1 ChIP-seq Raw Signal Rep 2 from ENCODE/HAIB
E2 F6 nESC E2F6 Vi1 2 i ‘
1 _|ak ] et utu ‘. il AN 4 . ull . d b i
8,22941 _ H1 hESC HDHC:_ ve41618.2 CNIP S°C| Rdl\l Signal Rep 1 from ENCOQE /HARIB
HDAC2 NESC HDAC2 V182 1 ‘
0.183528 _
19 _ H1-hESC E2F6 v842211.1 ChIP-seq Raw Signal Rep 1 from ENCODE/HALIB
E2F6 hESC E2FE V11 1 IH
1k A A & i ‘“ﬁ n mda ol x ulliy ‘ ~ M ‘
T Hl hESC NQX V04d li 1 Ch[P - | Raw °\gr\al Rep 1 from ENCDDEfHﬁIB
MAX HESC Max Vi1 1 h ‘ '
1-‘ X M A lﬂi |i| lmﬂh ‘ lllllll‘l
1.99859 _ Hi-hESC RAD21 ve841618.2 ChIP-seq Raw Signal Rep 2 FFOH‘I ENCODE /HRIB
RAD21 NESC RAD21 V162 2
0.076561 _ | i ! | i | I Il LI AL Ll
S . Hi-hESC TEAD4 wB42211.1 ChIP-seq Raw Signal Rep 1 from ENCODE /HAIB
TEAD4 hESC TEARD4 Vi1 1 h
a2 i A il ] i k e 1
9.,265095 _ GM12878 USF-1 PCR2x ChIP ¢ Raw Signal Rep 1 from ENCODE/HAIE
USF1 GM78 USFi PCR2 1
0.17673 _ |

A+DT;

— @R DEE

st 2 1==1
JILIE

BizFIEHh

(o)

ML, EFRZEMHIEIFELLY,

a

22,569, oo

THY |




Be: EifaxbsZ LITELLY,

TRzEAY=Ly

KO, KD f##7
&< @ ChIP-seq T—%

LEifzaxIy =0y

© 0
N/

cis-element #&47, EMSA
240 ChIP-seq 7—#



23y S



EfEIRIT: 2 TD ChlP-seq SRAZ#HE T 5,

(1) Data source
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Google Refine
a power tool for working with messy data
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Collaboration with Tazro Ohta (DBCLS)
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Title: E14-WT ChIP Suz12 serum Tripto Oh rep. 1; Mus musculus; ChlP-Seq

Cell class: Pluripotent stem cells
Cell subclass: Embryonic stem cells

Antigen class: Transcription factors
Antigen subclass: Suz12

Organism: Mus musculus

strain: E14-WT

treatment: Triptolide

genotype: wild type

culture condition: serum

chip antibody: anti-Suz12 (D39F6 XP Cell Signaling)

Collaboration with Tazro Ohta (DBCLS)
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http://www2.brc.riken.jp/lab/cell/list.cgi?sk
Embryonic+stem+cells

Antigen subclass:
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Embryoid body SRX248287 Nanog
Embryonic stem cells SRX236478 Nanog
Embryonic stem cells SRX213829 Nanog
Embryonic stem cells SRX213808 Nanog
Embryonic stem cells SRX003865 Nanog
Embryonic stem cells SRX003864 Nanog

EpiLC SRX499130 Otx2

EpiLC SRX499129 Otx2

EpiLC SRX499126 Ep300
Embryonic stem cells SRX319957 Nanog
Embryonic stem cells SRX027353 Ep300
Embryonic stem cells SRX433130 Sox2
Embryonic stem cells SRX236477 Sox2
Embryonic stem cells SRX214084 Pou5f1
Embryonic stem cells SRX214083 Pou5f1
Embryonic stem cells SRX213830 Pou5f1
Embryonic stem cells SRX213809 Pou5f1
Differentiated mESCs SRX209329 Sox2
Embryonic stem cells SRX209316 Sox2

Y

e e e geoceoeegge c e coce




XIRE (3) ST

BT
*J—)L: BedTools

-+ 10kb +10kb
> > > >
TF1 == = m -
TF 2 - m =
TF3 == =m e

Gene A B



XIRE (3) ST

BT
*J—)L: BedTools

TF 1
TF 2
TF 3

Gene A

+10kb

<>

<>




<. <
) RV G
2

g <
% ~ HEHE - INEEEEEEERERREE

EEEEE N DEE EECE
EE BN EEEEEECEEEE
H BEEOEE (EEN N H
EEEEEEEEEEEEE EEE EE
EEE | LEEE EEE BN
EEEEEEEEEEEE NN
EEEEEEEEEEEE
EEEC NN
H COEE N m |
EEEEEEEEEEE

OO0 OO C Ce
EREEEEEEEEN
A~ HEEEEEEN BEN
» HEN
|r__.m A5 B3 LH 2B A HIBEAELHBEBHIEDN LG
Rt " :: ¢
22 e =5 o - e LW S s oo N I 2 @
af O d O < 0O nod S 2 CCo0<<c@g=209 ¢ 3
14
gl
o
~NI1
]|

£



AAGAAT
SRA TCAGTC

CGGACT
GAAT,

Mapping
1 Peak-call

&%l T—%
Ko nifi—
T—RHRE
MaT—>

§ e
ﬁtfféﬂlﬂ TF—~-TF TF—Gene

o
VARN / N\
o [ | [ |

BB

&% T —52DEE

EREFXOT X 5B D F Al

i ERFDOEBEED T
/)ILE‘K?O) %/,J]



FEH: SEDAE

AAGAAT
SRA TeACTC

CGGACT
GAAT,

Mapping
1 Peak-call

@&R|7—%
(~4TB) = - -
FKECPNF—
MET—H
(~ 6TB)

§ e

_;H::%E'HE TF(—;'TF TF—Gene

(~1TB) I\ L\

73 &t

QC 7—%
T—AEH(EAR)

5RYSEIZILEITS,

Web Ul D 1ERk (KHK)
BFT —3N—REDEE

Web Ul D 1ERk

H—/\HER - 5 - SR XIS



B - B2

amxz B

7
g}\‘.’/{é REBEEFSH

T ¥ Fn

22 BfS

5515

FATH AT AR M ERAR 52—

&5 il

D

RIK=N

FTimh FRAMAE LT —

¥ R &

s —Ea j\- N,
T N
THE UiversiTy OF Tokvo

NG

SUPERCOMPUTER

g



