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K17719 CYP3A4
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DG00149 Warfarin
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K12473 LDLR mutation
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B.Fir{M sut SATO131_00035 |SATO131_00036 |SAT0131_00034(r
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K[ce Taxonomy checker - MO0625

Enter single M/K number or logical expression of M/K numbers

MOOD625

| Go |

() complete only () include 1 block missing (+) include 1 block or 2 block missing

Definition

MOO625 Methicillin resistance

Organisms mapping against: | KEGG organisms : | [(Go |
Grp Genus Species Org
salU sav saw sah saj sam sar sac sax saa suu suh suj
Staphylococcus aureus sUk sut suqQ 5UZ SUX SUW 5UQ fsuF saun slaus sauU sauz
suy saub saum sauc saur saui saut sauj sauk saug
B.Fir||Staphylococcus sauUV sauw saux sauy
Staphylococcus epidermidis  |[ser
Staphylococcus haemolyticus|(sha
B.Fir||Macrococcus Macrococcus caseolyticus mcl
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ENTRY H& =& 5+

NAME EmELA., NBEED
DESCRIPTION &EEDEGZIRAX
CATEGORY f&&EHT3)

PATHWAY KEGG/ARTA~DY4Y

GENE EXEN DR RE L F

CARCINOGEN #EW¥E

ENV_FACTOR ZMDthDRIEREF

PATHOGEN  J&[R{K

MODULE SRR -ZEFHEDED 12— ILHAWNTEEF
MICROBIOME J&EEICEHEL -2/0EA —LDYFHE

MARKER KEGEZ~—h— \ o
DRUG REJWLZABEE(EEMRY IL—TFKED)
COMMENT OAR

DBLINKS NEBT—BR—ZA~ADYH

REFERENCE XkiE#HR
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D01977 ALyH EGFRZEE&
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K[60 DGROUP: DG00149
Help

IxpkU DGO0149 Structure DGroup
2 LT FIY
A2 JN— DOBeBZ TJILT7F U s
\ 4 =N -
DO0S6Ed JJLZFUFRUMNSL <S> EZFs *@O)Piﬁnnh %%)Tt)a)lxlj:

D01280 LT FULHUSL (spls) <aps 27 MDLTULD

d—F ATC code: BO1lAAOD3

Xk E¥ I ykBENRNERE, 7V URNEEE

R F: vitamin-K-epoxide reductase inhibitor [HSA:79001]
[KO:K05357]; phylloguinone reductase inhibitor [HSA:1728] [KO:K00355]
E#¥%®: cyp2c9 [HSA:1559], CYPlAZ [HSA:1544]
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Drug interactions in the Drug List are checked. Please add a drug to the list.

Drug name Search Upload Drug List
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DGROUP: DG01439
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DGROUP: DG01440

Help
IvkU DG01439 Structure DGroup xRy DGE01440 Structure DGroup
£ FIE) 77/ Y LRGBS ) £F5 FIE/ 77/ YLEATICILRE)
A )t— DGO06BS ¥ E A IR— DGO064S EHF I
DGO0O6BE &S D00412  HILVFE Y (JaN)
DGOOGBE &4y D00423 UJREY > (JaN) <JP/US>
D01223 AR <JP/US> 001199 TARYZHEY (JAN) <IP/US>
D01633 T JJ <Jp> D03981 TILTvaE
DO1651 MGk {TAN) DD41B0 T4 FUYEw
Do3021 P <JP/US> DO6196 RILVAE
DO3546 O7 73> (JAN)\ <JP/US> DO6278 UL ML TIERE
D03665 wyEw <us» DOESB0  FFEILIVFEY
D04134 FHIEY DOBES1 & U JTE U iERHE
D04233 JLoyeEy DO7200 ANV EFEY
D05134 7K (JaN) <Ip/US> DO9028 ERE/NOF TSP
DO6LO0 | FH LY D10477 AYvHFEw
D06221 | UMEENUYTUEY » expand
D06255 | FOFHLFEL a—F Drug structure map: Antiviral agents [PATH:map07044]
Do09712 == o il
IoYFIEY . —
pog722 | YR YEy
» expand
d—F Drug sfructure map: Antineoplastic - antimetabolicd\agents
[PATH:Mmap07041]
LinkDB Al DB,L \
ch GROUP: DGO0OG8BS DGROUP: DGO0OGB6
Help
= s SR DG{J{JEIEB Structure DGroup = s SR \\DG{J{JEBG Structure DGroup
1 ThyEY) 1 v55Ey |
A )N— D02368 F ALy A )N— DO0168 & T K (JPl6) <IP/US>
DO1155 #HLLHEVIEEE (JaN) <JP/US> D03046 VHFEVAZKRAT F— K (JaN) <IP>
D10222 HFAUFEVIZAT—k D03637 GV
a—F ATC code: LO1BCOS a—F ATC code: LO1BCO1
dXv b mEEE, NFEENE dXv b mEEE, NFEENE
ER9rF: ribonucleotide reductase M1 inhibitor [HSA:6. R4 F: DNA polymerase inhibitor [EC:2.7.7.7]
LinkDB All DBs LinkDB All DBs
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KEGG/GenomeNet Feedback Form
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KO 0)’%:5(" 18,131

Please use the form below to send your guestion or comment to KEGG and GenomeNet. Please enter >
information in all fields. (Japanese characters accepted) 5-6 P M I D 75‘ % é:E) 0) 13 y 208
—
V0185
Name: Email address: 9-6 EE?IJ -~ 0) 6’884

{a copy will be sent to you as well)

Affiliation: SWISSPrOt -G KO h§%%)%ljé 69%
N SwissProt D KO W% 15,159

“)KEGG (all databases) 7-6 Function 0)#‘_ J—k
*KEGG tools (BlastKOALA, KEGG Mapper, KEGG API, etc.) s s
: GenomZ;Zt tozmiamswmsm, ;pg'ﬁ-ﬁ CLUSTALM:, fmas, SIMCOMP, etc.) yAN®) L\T: PMID 75\%6:60) 9,697
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+Gene function annotation

EERM(CEBLNI-BIETF -S4/ ED
M REIEIRE S 2 T

PubMed ID:
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