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Metabolite Activity DB
(ZR)RE-E£WiEERZRDB

9,584 K- EIERE R
2,356 metabolites 140 activity categories
2,963 biological activities 778 target species.

‘ Metabolite Activity

INPUT WORD = [ Match Type : Fartial , Metabolite : glucosinclate ]

Metabolite Name Activity Category BIOI?I?JﬁTt:;t)Mw Target Spec]

Cc00001486 Progoitrin Feeding attractant stimulate feeding Plutella maculipennis
2(R)-2-Hydroxy 3-butenyl
glucosinolate

C00001488 Sinigrin Attractant

used as attractants in field traps Delia brassicae
2-Phenylethyl glucosinolate

Allyl glucosinolate

C00001488 Sinigrin

2-Phenylethyl glucosinolate

Allyl glucosinolate

C00001488 Sinigrin Qviposition attractant attract and stimulate egg laying Hymlemya brassicae @@@
2-Phenylethyl glucosinolate

Allyl glucosinolate

Oviposition attractant attract and stimulate egg laying Pieris brassicae

nflammatory agent

()
£
@
@ Anti-i
S
!
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Main window of KNApSAcK family: http://kanaya.naist.jp/KNApSAcK Family/
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Current status of KNAPsAcK family
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Publication List of KNApSAcK Family DB

KNApPSACK Metabolite Activity DB 1-9R D7 o+AX0O%
Nakamura Y., Afendi MA, Parvin AK, Ono N, Tanaka K, Morita HA, Sato T, Sugiura 14:’!;5{

T, Amin M ,Kanaya S, KNApSAcK Metabolite Activity Database for Retrieving the

Relationships between Metabolites and Biological Activities 300,000 —

Plant Cell Physiol, (2013)(to be accepted) —&— Japan
—o—UsA
—&— China

KNApSAcK Core (Species-metabolite DB) Southterzs

Nakamura K, Shimura N, Otabe Y, Morita HA, Nakamura Y, Ono N, Amin M, 200,000

Kanaya S, KNApSAcK-3D: A Three-Dimensional Structure Database of Plant
Metabolites, Plant Cell Physiol. 54: e4.1-8(2013)

100,000
Afendi FM, Okada T, Yamazaki Morita HA, Nakamura Y, Nakamura K, lkeda S,

Takahashi H, Amin M, Darusman LK, Saito K, Kanaya S

KNApSAcK Family Databases: Integrated Metabolite-Plant Species Databases for
Multifaceted Plant Research 0
Plant Cell Physiol. 53: €1.1-12(2012)

ZFDfth : KNApSAcK FamilyBE{%

Ikeda S, Abe S, Nakamura Y, Kibinge N, Morita HA, Nakatani A, Ono N, lkemura T, i‘[ﬂiﬁ’;ﬁ
Nakamura K, Amin M Kanaya S, Systematization of the Protein Sequence Diversity 100 M
in Enzymes Related to Secondary Metabolic Pathways in Plants, in the Context of
Big Data Biology Inspired by the KNApSAcK Motorcycle Database, Plant Cell
Physiol.54, 711-727 (2013)
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Server $l: Spectral data

REFSPEC server as the next version of MassBank
http://49.212.184.212/wiki/Category:CompChrom
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http://spysee.jp/%E9%87%91%E8%B0%B7%E9%87%8D%E5%BD%A6/1013219/ref_t9
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