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GeneSymbols:1819

Glycosites: 5657

GlycoProt ID: GP_MMU_00000096

wSequence / Motifs

Protein Name

Protein Accession Number
Protein Gl

Gene Symbol

Gene Name

Gene ID

WGlycosylation Sites

PREDICTED: membrane protein CH1 [Mus musculus].
XP_980145

94364482

AlB48100

expressed sequence Al848100

226551

mMN-glycosylation sites

Identified and Potential @ Identified only

sites Peptide fragment™ ! Brain | Colon | Heart | Kidney | Liver | Skeletal_muscle | Stomach | Testis
Schema of N-glycosylation site(s) and Protein
Position| Sequon| Position Sequence Unique or |05 | cona | Cona | Cona | cona Cona Cona | ConaA
Reset | + L Shared
Tissuel s N-glycosylation site(s) 738 NKS | 731-752 Shared (3}
333333
- - - 731-752 Shared (3)
. ‘3 r v 744 NaT —
EEEEEEEEE 740-752 Shared (2)
hd
el Cona 1135-1145 I Shared (2)
Heart  Cona L3 1139 | NMS

1135-1145 Shared (2}

Kidn. Cona T T T
1188-1216|@ Shared (3}

Liv Cona L3 —

1198 NMT 113&1215| Shared (3)
keletal_muscle  ConA T L =
— cona . 115&1215|[—] 1 Shared (3}
Tectic  Cona ” ] 113@1215|E Shared (3)
SSSSSS 1208 MLS 115&1215|[—] 1] Shared (3)
113&1215| 1] Shared (2}

‘Motifs potential site

‘Asn (glycosylation+180)  m-PyraGin

Kaiji et al. J Proteome Res. 2012 Sep 7:11(9):4553-66

(Nt

erminus) m-Met (oxidation) m:Deamination (NtermCys)
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Home | List all epitopes | List all antibodies

About this database

el a

Carbohydrate chains occupy truly significant positions in various fe
sciences and biotechnology. Recently, the wide-ranging involvemel
carbohydrate chains in life sciences has been extended to such div
functions as cell to cell recognition and communication in neuronal
immune systems, pathogen recognition, sperm-egg recognition ani
fertilization, regulating hormonal half-lives in the blood, directing en
development and differentiation, and directing distribution of variou
proteins throughout the body. A large number of polyclonal or mon
antibodies have been used as very important tools for analyzing ex
eir functions. In this database,
antigens, i.e. glyco-epitoj

various carbohydrate
information on these
has been assembled a

Epitope Searc

« Ifyou have any questions or comments, please contact us by Feedbacl

« GlycoEpitope Database is provided by Kawasaki laboratory. The datab
located in Research Center for Glycobiotechnology, Ritsumeikan Univ

« User Guide (Japanese English)
« Acknowledgements
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EPOODS F-Sullo Lewis &

| 5 (e +] +] St e GIYCOL IS, FITSUMELac Jp/epitope-bin fepitope._list.cgi @=a- "

GIYCOEpitope:...

| HSDOE 3 - IFuciat HHCENALD 1 HR

GlycoEpitope Database

http://www.glyco.is.ritsumei.ac.jp/epitope/

ClycoEpitape - Epitope fist

FRR25FE
HRRHR304%
INEF E

136 Epitopes Registered.

F-Sutto Lewis x

&-5ulla Sialyl Lewis |
%

B Disulto Siatyt

| HEOM-3)Galb 14 fFucta -3 [iGRNACR - R

& a8 Clycotpitope\Re:

|C| |+ || 8 gt e givco. s sitsume.ac - bin /epitope.cg gentralbapitopel O Coogl

NouSACa2-3HS03(-ENGallh -4 fFucia 1 -3 )GIcRAG L 1]

S— G[)’COEpltope

Lewis x

EPO14d £84Sullo LacNAc | HSOML)Gallb 14 fHSOM-B)GICNACD 1R ey
a Sear m
EPO145 5,6,6-5ulf0 LusNAE | HSO0-5)Gal(b 14 HS03(-S1GIcN AL 1-3H503(-BHGaIB -
| 3-Sulfo Lewis a

EPO141 B-Sulth LacNAs Gal{b 1 -4 HS00-EGIENALD - R
EPO14 BSublewisx | Gallbt-4)Fuc(at-SiHSCSIGIENAIE 1R General Antibody Glycoprotein Glycolipid Enzyme Reference
v soAmODY | n e—— Gonarml infamaticn of EPO00S

i Epitopa D EPDOOS

Acttyl Sialic

EP00ES NeuSACBACiaZ--R

Acid gl Epitope ¥Sulfo Lewis

B = Futal-. i
GleNACH1-R
HSO®3Ga[ - i
Sequence | HS03-3 )3T -3HFucia -4 HGIcNAGD - 3-R
ARases |

EE>THITE IGEREHETIHE L 4RI
MEENAI—VNERT _“—9&—Z®1’E&L%m

<RZAE> 171 Epitopes, 608 Antibodies
WEEIEN—TZRET I /\VE., HEEE. 7DTZ|_7")jJJ 1‘ )% #E
WEIEN T DERCHEICEST2EERBERS LU EER
WEHIEN—T OXIRT LS55, BEIEN—T OEET KR

MR DA IIAD AF5E

F-Suliy Le®
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& 2= ) Microdatail & 1A A
AT —ATHASmicrodataz FEDBDFMR—T(ZIE prmwen
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BH12.12/ schema.org

<B>"<FONT color="RED"><a ="url" href="http://jcggdb.jp/se:
<span ="keywords">Carbohydrate binding</span>

<span ="keywords">Disease</span>

<TABLE border=0 cellpadding=0 cellspacing=0 width=800>
<TR><TD><LI>Respiratory Tract Disease / <FONT COLOR="RED">
<span name="Host">

<meta ="description" content="Legionnaires' Disease is caug
<meta ="description" content="host" />

<meta ="url" content="http://www.uniprot.org/taxonomy/9606
<meta ="entrylD" content="9606" />

</span><TD>caused by&nbsp;&nbsp;<U><I>Legionella pneumophilg
<span ="taxon" itemscope itemtype="http://schema.org/Biolg
<meta itemprop="name" content="Legionella pneumophila" />

<meta itemprop="description" content="pathogen" />
</span></span>
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sialyl Lewis x epitope
Sialex
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SweetWordFinder

Word ID:JWG000003582 [Merge IDs

GPHO0001659 « GD1b
GW00001088 « GD1b
Or—g

;}Oﬁ—“. ST0740'GD1b
$a13” ST0908 GD1b

JCGG-STRO24670

Glycobiology
Volume 20
Issue 1 S e e s
Pp i GM3 (FuKuta 1988)

INT[Line 6]

i qy. . . . : .
S‘uli?nhe‘UZ‘UI Ganglioside biosynthesis occurs by sequential glycosylation reactions via two major pathways
Izssue—m designated the "a-pathway” (GM2 Grma@_ema)mm “D-pathway” (GD3, GD2, GD1h, GT1b and
Pp13Ts SQ1b), with a common precursor, GM3, in which analogous steps in the two pathways are catalyzed by
m‘"] ihe same glycosyliransierases (Ledeen and Yu 1982; Hetimer 2003)

Glycobiology
Volume 20
Issue 1
Pp.d1
INT[Line 4]

Glycobiology
Volume 20

:fsuﬁ capacify against VacA.

ABS[Line:3]
axin rin
speclific cell surface

ntifled a5 ganglioside 134 G 1 ‘ - - R R =i Word ID°JWG000019991 [Merge 1Ds;
cn a - =pesredys bl

Cholera toxin binds primarily to GM1, although it also exhibits weaker affinity binding to GM2, GD1a
GM3, GT1b, and GD1b (Bennett and Cuairecasas 1973}

Cur;hna of 23l’|ci9r‘|( bafterua and
i ell surfac e=
n =stan

:tE'\

All gangliosides (GM1, GM2, GM3, GD1a, GD1b, GD3 and GT1b) examined showed good neutralizing

@
cholerae,
racepior

@M. Chol

'iﬁ.r“" GPHO0001831 . GTID

o GW00001175 « GTiD

,,,I.qug @208

Rachs 2)4().3—4. ST0826:GT1D
Pars@¥ ST0930.GT10

JCGG-STR0O05131

produced b Glycobiology
Gﬂ21' dhisa Prod Volume 20
Z,cimc w J.fi',‘.,ﬁ;é:’ and e ”"' e Binding of LT-la has been well characterized and involves GD1b, GM1. GT1b, GQ1b, GM2, GD1a, and
nd Lo oL Eearra GIM3 (Fukuta 1988
hmu. an (lur.. 0 Ppai ( )
INT[Line:6]
Seach
Glycobiology N ! ! .
Volume 21 Ganglioside biosynthesis occurs by sequential glycosylation reactions via two major pathways

lssue 10 designated the “a-pathway” (GM2, GM1a and GD1a) and the “b-pathway” (GD3, GD2, GD1b, GT1b and

% £ % ' - % f%é 't L \ Eoiara GQ1b), with a common precursor, GM3, in which analogous steps in the two pathways are catalyzed by
J y | L e alycosyliransferases
A S E INTILne 7] ihe same glycosyliransferases (Ledeen and Yu 1982, Helimer 2003)

L — -~ S Glycobiolo
I ‘/ \ Volume 20 . y ; ‘
~ ssue 1 Cholera Loxin binds primanly to Gi1, althougn it 2lso exbits weaker afinty binding to GM2, GD1a,

41

= == Bpdt
- INT[Line:4]
W
L E&EXFAICEY s
Vulum? 20
I\) ‘ps—éuﬁesg capacily & gamst\facA
ABS[Line3]

(e EEN SRE
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Word IDJWGE000019315 [Merge IDs

ABOOOTTS
GPHOO000823
GPHOO001661
GWO0000329
GWO00001090

S $@ar30p—4@
JCGG-STRO03473

Glycobiology

Abbreviation "GD3" stands for CDB0a.
CDE0a

GD3

CD&0a

GD3

STO073568:GD3
ST0915:GD3

Volume 20 GD3 (NeuAc[alphal2-8MNeudc[alphal2-3Gal[betal1-4Glc[betal1-1'Cer; CDE0a), a b-series

Issue 1 disialoganglioside, is known to be highly expressed in embryonic brains, but its concentration rapidly

Pp.78 decreases after birth (Ngamukote 2007).
INT[Line:18]

Glycobiology
Volume 21

FEurther, O-acetylated variants of the ganglioside GD3. namely 7-0-GD?3 and 9-0-GD3 have been

lssue 9

described to be expressed on T and B lymphocytes in various intensities (Kniep 1993; Eox 2001).

Pp 1161
INT[Line 3]

Glycobiology

B FER-EESEES
A—y 055

ssapiens
[

EEml

| @ H-invDB |

) aiciaia
= pmocon

PREF-HEE

Volume 20 In this study, we focused on GD3, a b-series ganglioside that is enriched in the immature brain and the AN = g = o g
Issue 1 subventricular zone (SVZ) of the postnatal and adult brain, and evaluated the usefulness of GD3 as a 9 I7- JFO)E%?% > EC%F* KI (B-H- = IE!I&) >

Pp.78 cell-surface biomarker for identifying NSCs.

ABS[Line 5]

Glycobiology
Volume 21

Issue 9

Pp 1161
ABS[Line 1]

Glycobiology

lymphocytes.

GD3 (CDB0a) and its 9-O-acetylated variant (CDE0b) are intracellular requlators of apoptosis in T

Wolume 21 We have recently identified the human CASD1 (CApsule Structure 1 Domain confaining 1) gene

Issue 9 encoding the Cas1 protein with an SGNH hydrolase and a hydrophobic transmembrane domain which

IC50(50%FEERE) . AEDHK. BEK.

CASEE. H¥E oy
VES Rk vy
%7? E FEXRARRGERY

/34T

Heili

LEDMARRE S (Congents Dscrder of Ghcoaysos
e

Pp.1161 may catalyze 7-O-acetylation of GD3 (Arming 2011).

INT[Line:19]

GD3. CD60a. NeuAc[alpha]2-8NeuAc[alpha]2-

3Gal[beta]1-4Glc[beta]1-

HY 5,

1'CerzRILELMEL TR
(ec) TR

INAYTA EIF

(E A=)
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GlycoNMR Database

Spectra Search

BREREH

R o 0 | cvemea o | e | s | SR

GlycoNMR Spectrum (D=
Chemical Name:

Carbon/Hydrogen numbaer of Moncsaccharide:
Monosaccharide Symbol: -

Glycan Type:
Linkage of Glycan: - -1 -

TISAT-SI0IENAS |8 BIoa, b bats, * unknswn)

Chemical shittf @ all © iR © TR | (PRM)Erange * Comen the seeara

Standard of chemical shift: _ /D55 TSP LITMS TS50
Temparature (degres C):trange +
Solvent:[ ® or Tand] LID20 TICDCIZ [ICDIOD [ DMSO-d6 I DMF-d4 LICD2CI2

The maximum numBer you wish to display © =2 « - k

GlycoNMR Database

Search result

- CEA T
l-------

20130112
19.04.03.0
2030112
0514330
20130112
05:14.23.0
20130112
17.4220.0

JCGG-SPMO0000T BCGG-SPCO00001 D-galactopyranie
JCGG-SPMO00002 CGG-SPCO00002 (D-galactopyrandse
JCGG-SPMO00003 NCGG-SPCO00003 [D-galactopyrandge | COSY

JCGG-SPMO00004 BCGG-SPCO00004 D-galactopyranosdy

Research Center for Medical Glycoscience

Gl CoNMR Databas

NMRF—%4 : Galactose

GlycoNMR Database

D-galactopyranose [JCGG-SPC000001]

mmm Download/Display
Structure | ChemicalName | Type | Linkage | Other Spectra | Spectrum

ChemicalShift GouplingGonstant & &Y Gondition | Gomment

D-galactopyranose
D-galactose
D-Gal

GlycoNMR Database

D-galactopyrancse [JCGG-SPCOD0001]
ToPRegistisearch] Domniead: Disptay

[ers | Gromcatoms | 1 | ke | 0t oncte | somcivm | Obmeotit | Gomptrcoomiot L 218
"

Gondition | Gomment

[Cnemical Snin]
Atom Number Atom Name Monosaccharids Anome Sugartiumbst
1 2 D-Gal H
D-Gal
D-Gal
D-Gal
D-Gal
D-Gal
D-Gal
D-Gal
D-Gal

[Coupling Constant]

HIE-HIT H1-HZ
H2T-H29 H2-H3
H29-H31 H3-Ha

HA1-HAA A

o) EXI|__c20i2 =

GlycoNMR Database

dactognran

EE 1D NMR

GlycoNMR Database

pre— T~ DI

NMR SPECTRUM 3751 6-COSY_D-Gak25 | mg)_DSS(2 mg)_D20(0 T445)_aulo | F1= 3 43334683753442 (512)

GlycoNMR Database

Sty arce [ASGG-SPC000001]

A E

(X 71\
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GlycoNMR Database F—SIE: HFOF BHFOLE

Z\EEI= 18 4 .
BREIPS T L NFRIRGIR AL AR
A 2=y SSHIE - T UTENMRT — S DEE - B3 - IR EDEIBZITDIXT AT,

GlycoNMR Database GlycoNMR Database

[roPfsearch]

Please login

@ Administration © Registration Registration Menu
OpenlD: ‘

Please choose operation.
Please enter your OpenlD R

Link

If you have any one of the following IDS. you ¢an login to GIYCONMR.
Login with  Google ID . Yanoo! JAPANID . mixiID . livedoor ID

What is OpeniD?

Update/Delets

Far the first time login, you will be asked to register your name, nickname and E-mail with GlycoMMR
Only limited feature will be available until necessary information is registered

OpenIDICKBI1—H53:

GlycoNMR Database
GlycoNMR Database

Lists of Spectra
[search|

2013 Year 1 Monln § Day (from)
2013 Year 1 Month WEDay(lo)

@ Alldata ) Existing data © Deleted data

Registration Site

TOP|Registration|Searakl

_ —— E%

[ JcGG-sPCO00001T | UPDATE D-galactopyranose Exist 2013-01-12

JCGG-SPC000003 | UPDATE| k D-galactopyranose Exist 2013-01-12

JCGG-SPC000004 | UPDATE| D-galactopyranose Exist 2013-01-12

Delete the check data. [ Submit |
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Riken Glycan Conformation
abase(RGCDB)G)LL%HH'

GlycomeDB

JCGGD

zms T

PDB[Z& kSN TS FEEHREEZ /NI EIC OL\'C’St//\OﬁO)'Iﬁiﬁl 71[1

A TREEDFRICOVDTHINMIEFR (FBHEDOBE., 2EHAF) T30
ZT=DHLDEWEBT—ERX—XELTAH.

(fec)
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EFHEDWeb Interface

HF—L

IKEN Glycan Conformation Database

pratein

€

RIKEN Glycan Conformation DataBass e

Experimen Type

sgivsonyiation

it

Hik 1aa

nikc ac

nirk iliAD

RIKEN Glycan Conformation DataBase Top

® Procea Name P

Carsgory :GT > SubCategory €T

Protein

link

protein
&I

Glycan




PDBIZE

3XFO—FDEERRS

3 letter code
BGC
BMA
GAL
GLA
GLC
GUP
GXL
HSY
LXC
MAN
RIB
RIP
SHD
XZY

pdb name
BETA-D-GLUCOSE
BETA-D-MANNOSE
BETA-D-GALACTOSE

ALPHA D-GALACTOSE
ALPHA-D-GLUCOSE
ALPHA-L-GULOPYRANOSIDE
ALPHA-L-GALACTOPYRANOSE
ALPHA-L-XYLOPYRANOSE
BETA-L-XYLOPYRANOSE
ALPHA-D-MANNOSE
ALPHA-D-RIBOFURANOSE
BETA-D-RIBOPYRANOSE
ALPHA-D-ALTROPYRANOSE
BETA-D-XYLOFURANOSE

glyco-CT
b-dglc—-HEX-1:5
b-dman-HEX-1:5
b-dgal-HEX-1:5
a-dgal-HEX-1:5
a-dglc—HEX-1:5
a—lgul-HEX-1:5
a—lgal-HEX-1:5
a-Ixyl-PEN-1:5
b-Ixyl-PEN-1:5
a—dman—-HEX-1:5
a—drib-PEN-1:4
a—drib-PEN-1:5
a-dalt—-HEX-1:5
b-dxyl-PEN-1:4

B3

streochemistry code

(T2 ELHE-FEEHD
B7/7—3>7Aa55 L0

JMSDB
621212 JMS0174
611121 JMS0261
612111JMS0133
622111 JMS0130
622121 JMS0173
622211 JMS0225
622111JMS0132
622120 JMS0352
612120 JMS0354
621121 JMS0259

51112JMS0310
621110JMS0314
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b-dglc-HEX-1:5||(2d:1)n-acetyl

Separate

Substituents:

CarbBank b-D-GIcpNACc

Glycosciences.de b-D-GlcpNAC

GlycoCT b-dglc-HEX-1:5 *(2d-1) n-acetyl
CFG GNb

BCSDB bDGlcpN *(2-1) Ac
GLYCAM 0YB

Protein Data Bank |NAG

IUPAC

2-acetamido-2-deoxy-beta-D-Glucopyranose

http://monosaccharidedb.org
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“2-acetamido-2-deoxy-B-D-Glucopyranose”/d E DENEZLZE (CUTeXFHZF AU THiEZRE U
1Z35E. BUBEDIECHERENERDEIEND D, (a-L-Fuc vs. a-L-6-deoxy-Gal)
T T, BERIMEHEEZ R U X FF THREL C EDEHFEERSSE (WURCS)ZHFEL TULD,

O Monosaccharide: WURCS: Monosaccharide

ool B-D-Galp 12112h-1:5

[ B-D-GlcpNAc 12122h-1:5]|2:2*NC(C)=0
GlcNAC ?-D-GlcpNAc x2122h-1:5||2:2*NC(C)=0

A a-L-Fucp or a-L-6-deoxy- 11221m-1:5

Fuc Galp 21122h-1:5

@ a-D-Manp 11122h-1:5

Man B-D-Manp

“ P Pr
lﬁ;fjl @841l
o=y X ..ﬂ’ http://jcggdb.jp/idb/jcggdb/JCGG-STR001412

WURCS=1/[12112h-1:5]14[12122h-1:5||2:2*NC(C)=0]12[21122h-1:5]13<[12122h-
1:5|2:2*NC(C)=0]14)([12122h-1:5||2:2*NC(C)=0]12[21122h-1:5]16)[11122h-1:5]14[12122h-
1:5|2:2*NC(C)=0]14([11221m-1:5]16)[x2122h-1:5|[2:2“NC(C)=0]
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Warren Workshop 2012

* August 8-12, 2012

 Complex Carbohydrate Research Center
(CCRC)

* University of Georgia
* Athens, GA, USA
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Discussion (led by Will York)

glyspace  Registry

e Everybody can register to submit new entries
(structure/Composition) and retrieve an ID for his structure
* Free and easy access with a wide variety of searches
* By mass
* By composition
e By substructure
* By ld in other resources (databases)
e Allows structures to be entered at an appropriate level of
structure fuzziness (from composition to the fully defined
structure) and to explore related structures at different levels.
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