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About MB-POST Statistics

MB-POST is a mass spectrometry data repository for metabolomics. It consists of a high-speed
file upload process, flexible file management system and easy-to-use interfaces. Users can
release their ‘raw/processed" data via this site with a unique identifier number for the paper
publication. Users also can suspend (or "embargo") their data until their paper is published. The files amount to
file transfer from users' computer to our repository server is very fast and uses only web

browsers - it does not require installing any additional software.
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Structure Annotation @ Core Project

MassBank in silico is a library of MS/MS spectra predicted in silico from compound structures.
This web tool has been developed as part of the Shi-MassBank project.

Users can input exact (monoisotopic) mass and MS/MS spectra in text format,

and compare them with in-silico predicted MS/MS spectra generated from

human-related metabolites registered in HMDB and KEGG, enabling structure annotation.

The tool is accessible via “Structure Annotation” and is freely available without registration or fees.
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