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+ Funding situation of BMRB is
concerning.

+ Collaboration between partners is an
asset when seeking funding.

*The wwPDB AC is pleased to note that
PDB China has been admitted as an
Associate Member.
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+Possible threats to wwPDB OA Model
«Future of OneDep Development
+BMRB Funding Update

+Future of Data Archiving
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*The wwPDB AC recommended caution
in tackling issues of control of OA, at
this time.

*The wwPDB AC support the planned
development of OneDep.
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