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#1 A X} XF (Araportl11)DiE{xF-AF%4 Hayai-Annotation EEEfFD>Y — L
(Blast2GO, TRAPID) CHERET” /7 — 3 as L7l RO HLE.

Hayai-Annotati Hayai-Annotati Blast2GOP TRAPIDe¢
on Plants? on Plantsa (Default)
(4 Best Hits) (20 Best Hits)

TP 103,927 105,283 105,470 59,071
FP 13,589 14,379 34,841 632,636
FN 24,557 23,201 23,014 69,413
Specificity (%) 88.4 88.0 75.2 8.5
Sensitivity (%) 80.9 819 82.1 46.0
Accuracy (%) 84.7 85.0 78.6 27.3
p value 0.6330 0.6168 reference 6.2e-07
Running time 4m1ils 11m58s  21h28m* 6h11m
(Total)

Running time 3m57s 11m07s  17h35m* NS
(Alignment)

Running time 145 515 3m53s NS
(Annotation)

TP: True Positive, FP: False Positive, FN: False Negative, NS: non-specified.
a Hayai-Annotation Plants ?D3Z{TER%: Macintosh laptop (2.2 GHz, 2 cores, 8 G
B RAM).
b Blast2GO X777 R FIci& & L7, *BLAST+/X 2.40 GHz, 16 cores, 32 GB RAM
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¢ TRAPID (% Web R—RAL AT LD | FHEEE IR ILIC L0 R 25,

(@) Plant GARDEN =5V DEH
PGDBj 7>5 Plant GARDEN ~~ DNA ~—%—& QTL [H#ICE 3223 7oV & TS
H5728 ., Bl PGDBj IS TS T — X R 7 4+ — < MORLIR 2 L0 — &
72, F72, PGDBj IZHEAIL TR 2010 4FELARROD SCHkE 6t b L TRz 7a~— 1 — 1
WMOX 2L —Tar Tz, SHIZ PGDBj (ZHITZIZHEMN T Dar T L Tay /A
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_R—TH 13,819 15,561 19,271 10,994
(2) 7t

Plant GARDEN @ B iitZABHI% 2019 45 3 A 11 H7Z»7-Z4&2>5, Plant GARDEN OF|
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2. AT T EFET D720, PGDBj [T IS IIZAF =D SSR ~— I — A v
7RINHAF D MAGIC R A ERL LT,
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BB ETRN DZE BB D DI AL TWDZEL M Td 5, Plant GARDEN 3 FE flS2

16



ST —H LMD L THLAREEIZHH 2 58910, B4 7e DB CBAZSBILRE LidiHE
50

17



§6. B T

BARTE B IZ DWW TCIE, WINo BAELER TN TE MAFIER L TV, B, 445+
BT B IO A 2021 - 9 HITKR T T 5 TETHIN, 22— —DERE7 —R v
THOIT, BAFZAMEILL T 2019 4F 3 HIZ BIABRE LT, SHIT, FHERYIEGT ) LBLS R
HrmdEBIlz b L, 2227 T Ra Ea—7 40 7R APl O | fiffr 7 v Z a7 bl
I 2 —ZEATCEAL THRMBZEILL TS, ZOXH 7B b A8 A T, —F —3 i 3 THL
L7 7 —4& Plant GARDEN WO T —X % i3 2> — VOB Gt EET DL, LD
BAFEIZiE L 7o AN &S B 2B AT,

Plant GARDEN X C&A721F S OMWFED 7 ) WEREFANT D78 ELTRY, A% IX
DA HIEL QD —F—IZH L Th . G CABE[FIRFIZ DB L2 Db ESIAB TE 5
—E AR CEDLINCV AT LB T 5 T E ThD, D78, [OBE O A B 2 7E 4
IZE o CEEHEN T GET — 2 % IRUNET D ) OO AL 7 0/ T 2D BT H43I2ih-
TWDEEZTND, Fo, T —XEHANT 272D DRI OREZE T T Tl BT 5T — X DOfE
WAL ZATHT DB 7 /T — v ar & mR I 52035 [ Hayai-Annotation | DB ¥ H1T-72, D
BCLS SHHEL C, 7 —#® RDF {LICBE 32 ¥l L T D,
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