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Nobel prize

2002
2006
2007
2008
2014
2017
2020

MS, NMR

RNAI

KO mouse

GFP

Super resolution microscopy
cryo-EM

CRISPR/Cas

Progress in science depends on
new techniques, new discoveries,
and new ideas, probably in that

order.

Sydney Brenner
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The Global Biodata Coalition (GBC) is a forum for research funders to better coordinate

and share approaches for the efficient management and growth of biodata resources

worldwide. The GBC aims to stabilize and ensure sustainable financial support for the

global biodata infrastructure and has identified a set of Global Core Biodata Resources
that are crucial for sustaining the broader biodata infrastructure.
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