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Metabolites

1. Inorganic and small organic molecules
. Amino acids and Peptides
Nucleic acids

Thermus®DflZN T DA

MTF—HFICDOWTIEZINET
KEFETH-oT=lch. ERD
7T20Hh7T)h 574435225

225

core metabolites

7 32

categories sub-categories

Lipids DA AINTA b ZxFTTE
Carbohydrates WU, S&. EBRGEICK

Organic acids
. Vitamins and Cofactors

D REDREFAY ZRTE L.
T —Y &7 L TWS FIE,

NO O AN

Future perspective
O Y YVINVBIUAFEBEDERT —% & FHAIDFERDED A

O fGERRELF Y / T— 3 > EEBEHNRIREE

O KA xANY TORREEGLGT - NETIT —F & DI
0

0

RNA-seq - LC-MS/MST — % 73 EMBEN G RIRT — % OEE
g/ LASBETINEZID ANTEGTFHEEE - S5 51T H

&ifika s
KE FRER'.

FH

B Ze.

www . thermus

Salb—>a>zBiEUHENR—X

ere all the unknowns of

A0

= ThermusQ, wh

[=]

R 82, hlfr k&3
SEK - MATE

I

Ty

nvill be known

1iermophilus
snjiydow.aayz sr

nus

het

L UMOU) aq ||Im

| o=
@

0 SUMouUun 3y3 ||e 243YyM ‘DSnuidy

ThermusQIC DWW T

B BER EEE - FE)HSY0 TEE (KBS, 1968)
3 . > £BRE 1 65~85C
. EETH 192.4000 (E k0#1/10)
 EETREAED LAY RO EE LS
- DT, HE - BERTOETILEY E LT <A

Dr. Tairo Oshima with a water
dipper at Mine hot spring in
2018.

ThermusQ in numbers
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Thermus strains / Thermus phages

genes in Thermus strains and phages
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2-2. Glycolipid synthetic pathway

4-10. Polyamine synthetic pathway
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