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Fig.1. Scheme of allergenicity prediction using protT5-ESM2 fusion model
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Fig.2. Allergenicity prediction performance of protT5-ESM2 fusion model
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		category		bio_category		n		n_samples		n_positive		n_negative		decision_threshold		threshold		positive_rate		accuracy		balanced_accuracy		specificity		MCC		F1 score		Precision		Recall		tn		fp		fn		tp		ROC-AUC		PR-AUC		average_precision

		beans		beans		101		101		45		56		0.5		0.5		0.4455445545		0.900990099		0.9041666667		0.875		0.804		0.894		0.857		0.933		49.000		7.000		3.000		42.000		0.944		0.910		0.9091295477

		buckwheat		fagopyrum esculentum		159		159		13		146		0.5		0.5		0.0817610063		0.9433962264		0.9691780822		0.9383561644		0.745		0.743		0.591		1.000		137.000		9.000		0.000		13.000		0.965		0.681		0.5743304339

		cattle		bos taurus		177		177		15		162		0.5		0.5		0.0847457627		0.9435028249		0.8481481481		0.962962963		0.658		0.688		0.647		0.733		156.000		6.000		4.000		11.000		0.942		0.614		0.7616522379

		chicken		gallus gallus		215		215		17		198		0.5		0.5		0.0790697674		0.9209302326		0.8495246583		0.9343434343		0.579		0.605		0.500		0.765		185.000		13.000		4.000		13.000		0.936		0.715		0.6956196044

		crustacean		crustacean		769		769		228		541		0.5		0.5		0.2964889467		0.8504551365		0.8658024451		0.8280961183		0.685		0.782		0.689		0.904		448.000		93.000		22.000		206.000		0.944		0.903		0.8884871487

		fish		fish		159		159		21		138		0.5		0.5		0.1320754717		0.9182389937		0.8923395445		0.9275362319		0.697		0.735		0.643		0.857		128.000		10.000		3.000		18.000		0.962		0.838		0.8313603615

		fruit_vegitables		fruit_vegitables		1572		1572		174		1398		0.5		0.5		0.1106870229		0.9408396947		0.9541586503		0.9370529328		0.771		0.784		0.658		0.971		1310.000		88.000		5.000		169.000		0.979		0.832		0.7899807671

		mollusk		mollusk		55		55		15		40		0.5		0.5		0.2727272727		0.7454545455		0.825		0.65		0.580		0.682		0.517		1.000		26.000		14.000		0.000		15.000		0.993		0.981		0.9766880342

		mustard		sinapis alba		85		85		12		73		0.5		0.5		0.1411764706		0.9058823529		0.8407534247		0.9315068493		0.640		0.692		0.643		0.750		68.000		5.000		3.000		9.000		0.921		0.839		0.8412698413

		nuts		nuts		971		971		119		852		0.5		0.5		0.122554068		0.955715757		0.9494614747		0.9577464789		0.820		0.839		0.757		0.941		816.000		36.000		7.000		112.000		0.973		0.890		0.861304513

		sesamin		sesamum indicum		110		110		9		101		0.5		0.5		0.0818181818		0.9818181818		0.9394939494		0.9900990099		0.879		0.889		0.889		0.889		100.000		1.000		1.000		8.000		0.989		0.940		0.9415204678

		wheat		wheat		1079		1079		107		972		0.5		0.5		0.0991658943		0.9518072289		0.8277037422		0.9825102881		0.712		0.735		0.809		0.673		955.000		17.000		35.000		72.000		0.933		0.802		0.7987161752

		AVERAGE				454.3333333333		454.3333333333		64.5833333333		389.75		0.5		0.5		0.1623178683		0.9132526062		0.8888108989		0.9096008726		0.714		0.755		0.683		0.868		364.833		24.917		7.250		57.333		0.957		0.829		0.8225049277
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