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PSM at FDR=1% by different search engines

Dataset:JIPST000200(5 files)
Tryptic peptides from HelLa cells, by Thermo Q-Exactive with 8h gradient

UniScore to unify the results from different sources

« based on peak annotation in MSMS

Comet « search engine independent

(628 PSM) « MS instrument independent

« search DB independent

(613 PSM) « can be used as universal score for peptide identification
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1,739 PSM in total

Target
72,279 PSM in total
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In Brief

In this study, Klann et al. dissected the
host cell signaling landscape upon
infection with SARS-CoV-2. Mapping
differential signaling networks identified a
number of pathways activated during
infection. Drug-target network analysis
Shnstng Inkibon revealed potential therapeutic targets.
Growth factor receptor signaling was
highly activated upon infection and its
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inhibition prevented SARS-CoV-2
replication in cells.

Blocked viral replication

Highlights
» Phosphoproteomics of SARS-CoV-2-infected cells reveal the
signaling landscape

* SARS-CoV-2 proteins are extensively phosphorylated in
host cells

» Infection leads to the activation of growth factor receptor

signaling U n i SCO re

» Drugs inhibiting growth factor receptor signaling prevent viral
replication
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