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Babelon - A simple standard for managing ontology
translations and language profiles

Classes (34,128) Properties (609) Individuals (18)

A Ja Vv

] e e MP 15,452 1139 0 1260 604
h

Editors:
4 IHFLFADORIRE (14,C ,SQ.\

R b RIEFROFRIRBY (1,497)
o b IS/ SH50ARa ?E ﬁi (1,126)
¢ @mellybelly - gl

o RSO (153 [ kidney 7&@@ z8(3. MPICIEF13105 K. HPO(diZGOjAHﬁﬂéo

® @matentzn

yone th antsto b hi i iRm
pDMEBROFRIRE (1,292) ~
°°°°°°°°°° HPO(C (3 [CBZRBOBIILICED < FEN'E < FNTHO. MPTIRL D3
R/ B+ XDFRIRBY (823) 7 57
Babelon is simple standard for managing ontology translations and language profiles. Profiles are managed a simple :Ef:‘?/] S /ROFIEM (333) l—J\ \ D
files, for exampl b &%iiﬁx: ; \|—'—| AN |
/2 [ IR RO E LY _ DUV CIEMONDO
ssssss _version languag } I‘lﬂ,/*ﬁ?ﬁﬂ’ ?g agg (665) np ny L— / ~ n l—J\ L—
: ' - b ATERORI (843)
http://purl.obolibrary.ora/obo/hp.ow http://purl.obolibrary.org/obo/hp/releases/2021 en i ﬁ% SOFER (2 082) E
04-13/hp.owl = (2,082) —
y BRI &*ﬁz 469 i o
' . http://purl.obolibrary.org/obo/hp/releases/2021- b Yfﬂﬂ' DIRIARY (964)
http://purl.obolibrary.org/obo/hp.owl 04-13/hp.owl en y B /BB O %*Ef\ 1
v BHiE/ABIT ROFRIREL (186)
78 IRBY (618) f
The goal of Babelon is to capture the minimum data required to enable the following use cases: : g“i?ﬂé?ﬁﬁi;‘fﬁm Fate N . R r n
sAhRET RIRAE (147
- y BIED /MR ROIRIREY (648)
tion_status rans on » BEEZRY (342)
WP 0000001 BEEDRIRR e
MP 0000003 L EUEEOKERE b BFABORRE (124)
WP : 0000005 SRR ENIE Rk »ATH) /PR DFRE Fii (528)
P ;0000008 HEeERE#mE OB
: BAEB AR ' m /0O ORI (694) . . ] .
— T 1.Smith CL, Eppig JT. The mammalian phenotype ontology: enabling robust
AEDEHRE (r2a-00: 23 oo ) E¥FE@ %a* (1,065) . J ] "
Last loaded: Wed May 22 15:23:09 BST y BIEOFRIBAY (1,348)
L annotation and comparative analysis. Wiley Interdiscip Rev Syst Biol Med.
REER
&L B &
i 2009;1(3):390-399
o I
gy OFFICIAL B AMELSOHERESE ! ] ]
REOREER
ClaL THORERE
e el AR 2.Gargano MA, Matentzoglu N, Coleman B, Addo-Lartey EB, Anagnostopoulos
R . L
Zggen?a;cae‘iegzga‘a fon orrichaL ey ﬂgﬁj@x - Classes (56,680) Properties (484) Individuals (18) x , , ’ ’
abnormal inner ear vestibule morph [CIAL AERIEOCKERESE
abnormal membranous labyrinth morp OFFICTAL ExBEoRE -
SRR g -1 AV, A m -
e Taere! S rcler cr morotelosy BFICAL, L nuEEmEORE naercon €l d € Auman e€no e UNLolo N €no eS
abnormal otic c morpho logy [AL EEOE g , , u .
absent middle ea icles OF R EE R ORI
OFFICI Mo E DR 1= (25,623 . .
bnormal organ of Corti morpholog JL?X*@E"‘“ h uman rJ 22,862 n x
gt e L s around the world. Nucleic Acids Res. ; . - .
of Corti 2 b= h:l/r- ﬁ
\ I hol DWW[L ﬁ%%ﬁ@ﬂ )
| oul Ullaris norphology  OFFICIA W B%@ﬂ e 2 +- LA 'ﬁftghi
| stri laris morphology DFFICIAL e 4 bAREE (T1)
) H-FLEMEE (184) -
uuuuuuuuuu w b fESEEESs (2,261) =
b SR (1,544) =1
I lati 1 1 lat lati ecls| tr I tat L slat t Mund“ DiseaseOn‘ongy 1 mﬁ?ﬁ%ﬁg l j:‘:l : n
XODDIO00001  raraciabel — disense A o hiiseti/dbcis.ro s arrnfinderenninl EKACT - - EERE 5
' TR A semi-automatically constructed ontology that merges in multiple disease resources to yield a coherent merged ontolog b DR (291)
. By constructe y that merges in multiple diseas stoy tology b A (1
" tyre BT 1 PURSIHEIY envvo | cheai | Foopon [ skos | ncarmaxon IS b IEMESREE EEEE (TO5)
3 Exports to [[ZIE +13 i . == fix 1 a0 -
" : e mem IR 5]6 9{ B AR 522 0)5]6 H 7lj—( (Q:EFﬁ J: l , ( M Mm
HoND dFs: lab 1 int { |;\]]:|:;’"—' H-S:E 'J_-S'J;'_I- I% — E — { %& a I a n
" . \° (] Exactmatch [] Include obsolete terms Include imported terms : %Ef;; [402) J "LA u n § E _—— \
a: " HON D I ril % 1

ey Phenotype Ontology#liReEBs=DRBE U (CCINIRZ HE LIz, (Lh DRk
AL EITET,

¥ Ontol

- | iR R oI EIETICE (L& 4 S RS (58T)
[ [ = ] oot b SRS (102) =
e eeredrocts . LB (1,404) Ej
| Regen gmwms hic bR (15) 1]
BB (4 Oafmoncey b SEfEMEREE (1,209)

Show counts :n R EFEETERESE (16T)

[] Show obsolete terms A semi-autd FERERREMEE (1, 450)

b ERIAIEE (T5)

- SEIRTERRSE (3,283)
FEECIIEREER (4.739)

Version IR]

Licensed under CC-BY 4.0 ©2025 TAKATSUKI TERUE(DBCLS)



	スライド 1

