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NAT1 N-acetyltransferase 1 [ Homo sapiens (human) ]

Gene ID: 9, updated on 9-Sep-2025
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NAT2: N-acetyltransferase 2
This gene encodes an enzyme that functions to
both activate and deactivate arylamine and
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human populations segregate into rapid,

intermediate, and slow acetylator phenotypes. A
Polymorphisms in this gene are also associated

with higher incidences of cancer and drug - EZE (777 K)
toxicity. A second polymorphic arylamine
N-acetyltransferase gene (NAT1), is located
near this gene (NAT2)
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[Z2Re o Next Generation Sequencing (NGS) was carried out on subjects who visited an oriental medicine clinic due to recurrent sleep disturbance, and 40 individuals (17 male and 23 female) were set as the sleep diorder
(SD) group based on their scores on the sleep distrurbance questionnaire of Pittsburgh sleep quality index (PSQ). The control (20 males and females each), as assessed by

both subjective diagnosis and test for metabolic syndrome factors.Ten individuals (five males and females each) from the SD and the control group, respectively, were allocated for NGS analysis.
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sleep behavior in the rare neurological disorders
Angelman Syndrome (AS), Rett Syndrome (RTT)
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