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Module Attribute Comments Data entry method
Study
Study type Type of the overall study, which may include other imaging and/ or non-imaging data text, ontology
Study description Study description, e.g., title of published paper text
General dataset info Authors, publications, licenses etc misc.
Study component
Imaging method Technlque used to acquire image data ontology
Study descripti ion specific to this image dataset component text
Biosample
Identity Internal unique ID
Biological entity What is being imaged text and/or ontology entry (multiple possible)
Organism Species (multiple possible) taxonomy
Intrinsic variable Intrinsic (e.g. genetic) alteration if applicable text and/or ontology entry (multiple possible)
Extrinsic variable External biosample treatment (e.g. reagent) if applicable text and/or ontology entry (multiple possible) or associated file
Experimental variables What isi varied (e.g. time) multiple entries in this study component text and/or ontology entry (multiple possible)
Specimen
Experimental status Test/ control

Location within Bi

or tissue location

Preparation method

Signal/contrast mechanism

Channel - content

Channel - biological entity
Image acquisition

Instrument attributes

Image acquisition parameters

Image data

Sample preparation protocol

How is the signal generated by this sample
Specific specimen staining (e.g. IEM, DAB)
What molecule is stained

Details about instruments used
Image acquisition details

text or associated file

text, file, ontology, or widget for specific method types
text, ontology

text

text, ontology entries

text, file, ontology, or widget for specific instrument types
text, file, ontology, or widget for specific acquisition method types

Type Primary image/processed image/segmentation pull-down
Format & compression File type extract from data if possible
Dimension extents Volume in pixels: x, y, z, tilts extract from data if possible
Size description Physical size of image volume in x,y,z & units (pull-down), OR magnification extract from data if possible
Pixel/voxel size description Physical size of pixels in X, y, z & units (pull-down) extract from data if possible
Channel information How are individual channels represented in the image extract from data if possible
Image processing method Image registration, other processing applied to this dataset text, file, ontology, or widget for specific method types
Contrast inversion to TEM Y/N; N if stained features result in brighter (whiter) signal; Y if it looks like a TEM image pull-down
QCinfo QC score for uploaded image quality if applicabl text or controlled vocabulary
Image Correlation
Spatial and temporal alignment Method used to correlate images from different modalities (e.g. manual overlay, alignment  text, ontology
algorithm etc)
Fiducials used Features from correlated datasets used for colocalization text
Transformation matrix/ otherinfo  Correlation transformations text, or related project files (e.g. .hx Amira files)
Related images and relationship Correlated dataset or images link
Analysed data
Analysis result type Numerical analyses, ion ( image), ical features/| text, ontology
Data used for analysis Specific feature set used for analysns (e.g. volume locations of text or file(s)

Analysis method and details

Analysis method

text, file, ontology, or pointer to Methods section
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EDAM-BIOIMAGING, FBbi, EFO, IDR
IDR
Dublin Core, DataCite Metadata, schema.org, IDR

EDAM-BIOIMAGING, FBbi, OME
IDR

EFO

NCBI Taxonomy
EFO

EFO, IDR

EFO

OME
EDAM-BIOIMAGING, FBbi
EDAM-BIOIMAGING, FBbi

EFO

EDAM-BIOIMAGING, FBbi, OME, 4DN-BINA-OME
EDAM-BIOIMAGING, OME, 4DN-BINA-OME

EDAM-BIOIMAGING
EDAM-BIOIMAGING, OME
OME

OME

OME

OME

EDAM-BIOIMAGING, FBbi

EDAM-BIOIMAGING

EDAM-BIOIMAGING, OME

EDAM-BIOIMAGING

DECER

Catego: Ontology/Controlled vocabula Acronym BlAa IDR 558D
Study Identity unigue 1D uuid, accession_id Id S0 w 'Ir w ?
Study type Study type Imaging Method Biological Imaging Methods Ontology FBbi J J W
St d ipti Study d ipti 3 3 I 4
ek description Ly deseription Tawonomy MWCBI Organismal Classification MWCBITaxon o o o
General dataset info authors author: Publication Authaors person:
publication title, dai, pubraed_id Publicztion Title/DOI paper info, DOI, PubMed 1D Cell Line Cell Line Ontology CLO <
license license License license
Cell type Cell Ontology CL <
release date release_date Release date date of released
Study Cornponent  (Imaging Method Im=ging Method fhbi_rnethod_type Imaging Method imzzing method: Gene Ensembl ENSG o o
Study cornponent description description description desiption
- : . . : . Entrez Gene NCBI_Gene <
iosample Identity internal unique 1D uuid [stran) -
Binlogical entity hiclogical entity biol ogical_entity Protein Universal Protein Resource UniProt o W
Cell Line cell_lines cell line X
Cell Type el Chemical Compound PubChermn PubChemn <
Pathology Pathdogy Chemical Entities of Biological Interest Ontology ChEBI 4
Qrganism arganism organism_classification org ani sr arganism
Intrinsic variable Intrinsic yariable intrinsic_vyariables intrinsic wariable E'H.FIEFII'I'IEI'I‘LE' Eﬂ-l‘ldltlﬂ-l‘l E‘lpEFII‘I‘IEI‘Itﬁl Factor Dntulug'gr EFD _‘I,r _‘I,r
Gene Gene gene Ontology for Biomedical Investigation OBl o
Extrinsic wariable Extrinsic wariable extrindc_variables extrinsic yariable
Compound Compound resgent/ compaound Unit Units of Measurement Dntulug!,r (11w 4
Antibo Antiba reggent/compound 4 4 s 4 _—
imtibody tibady = t‘“ P Disease Systematized Nomenclature of Medicine-Clinical Terms  |SNOMED CT <
SiRMS siRMA [olig oprimer)
Experimental variables experirental variables experimental_variables eperimental variables EEl | u Iar P hEnﬂ-t'!,l'pE EE' | 1] Iar hdic I'ﬂ-ﬂ:ﬂ-p'!ll' P |'|EI'ID-1‘.'!|I'|:IE Dntulug!,r CMPD 1"'.
Specimen Experimental status Experimental status 5 5
—— ———— Anatomy Uberon Multi-species Anatomy Ontology UBEROM <
Location within Biosarple Location within Biosarple
Preparation methad specimen_preparation_rnethod  |{methad, growth_control}_description preparation methad B|u|u.g|ca| Process Gene Dﬂtﬂ-lﬂﬂ [ETR] W
Signal/ contrast mechanism Signal/ contract mechanism signal_noontrast_rnechanismm_description
Channel - content Channel - content channel_content_description Channdlnfao: 1= EEI I u Iar Com FII:I-I'IEITt 1.."
Channel - biological entity Channel - biological entity channel_biological_entity Channdlnfa: [protein) I'u'lulecular Function _‘.-"
Imag e acquisition  |Instrument attributes Instrument imaging_instrurent_description Instrumnent: instruments: - N -
Image acquisition parameters acquisition method acquisition_rethod EDI'ItI'D' lEj "ul'm:al:lular? m ":'al Su h]E‘:t HE‘”'”EE MesH "rr
Image data Identity unigue 1D uuid id 8]
Type Type
Format & cormpression fomnat image_format file forrnat
Dirnension exents dirmension size_{x, v, 2, C, T} Sizef¥¥, 20T} dimensions
Size description data size total_size_in_twytes file size \ ? A\ )
Pixel/vaxel size description pieelvoxel size physicd_size_{x, vy, z, t} Pixelize{®,¥ 2}, Timelncrement iKY, 2, Tiscale . \ —
. . channel_{content_description, X . I
Channel information channel biolcgical_entiity] Channdlnfa: tag, protein P ( o
Image processing method Imzg e processing method annotation_rethod
Contrast inversion to TEM Contrast inyersion to TEM \\ — \ \
QCinfo QCinfo . \
Image Correlation  |Spatial and temporal alignment  [Spaial and temporal alignrment ‘ -~
Fiducials used Fiducials used fiducials_used S
Transformation matrbg/ other info |Transformation matrig/other info |transformnation_matrbe
_ e _ e ~w NG = = = N
Related images and relationship  |Related images and relationship j —
Analysed data fnalysis result type type rnethod type / i % D ’
Phenotype Fhenotype - ; o
Drata used for analysis Data used for analysis annotation_file: Source
Analysis method and details Andysis method and details annaotation_method: WorkF o
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Component Description Format Access Query

Study Description Description of the study Text Free text

Authors Information about the authors First name and Last name; Affiliation, ORCID Author name, ORCID, CRediT, Organization name, ROR
Organization Information about the organization Name URL, ROR Name, ROR

Publication Information on the related publication Text (Title), Publication year, DOI (Journal) DOl

License Information about the dataset's license Creative Commons with the version and URL CCversion, URL

Release Date

The release date of the data

ISO 8601 format (including time/time zone)

Release date, range search

Imaging Method

The method used to obtain image data

FBbi, EDAM Bioimaging Ontology term and ID

FBbi or EDAM Bioimaging Ontology ID, term

Cell Line Information about the cell line Cell Line Ontology term and ID CLOID, term

Organism Information about the organism studied NCBI Taxonomy term and ID, BioSample (geographic location)  |[NCBI Taxonomy ID, term
Gene Information about related genes Ensembl Gene or NCBI Gene name or ID Gene ID, name
Compound Information about the compound ChEBI or PubChem term and ID Compound ID, term
Antibody Information about the antibody used FBbi or ChEBI term and ID, RRID Antibody ID, term
Channel — Content Content related to the channel FBbi term and ID Channel content ID, term
Channel — Biological Entity Biological entities related to the channel Experimental Factor Ontology term and UniProt ID Biological entity ID, term

Instrument

Information about the instrument used

Compliant with 4DN-BINA-OME-QUAREP (NBO-Q) standards,
PIDInst

Instrument name, ID

Dimension

Information about data dimensions

Compliant with OME-Zarr axes info. (T, C, Z, Y, X)

Dimension specification

Pixel/Voxel Size/Time resolution

Size of the pixels or voxels, Time interval

Pixel/Voxel size and time interval stored with units

Pixel/voxel size, Time interval

Study Unique ID

Unique ID for the study

Accession ID, DOI

Accession ID, DOI

Dataset Unique ID

Unique ID for the dataset

Accession ID

Accession ID

Pathology/Disease (Biological Entity)

Pathology/Disease related to the biological entity

SNOMED-CT, DOID, ICD-11 or MONDO

Pathology/Disease ID, term

Phenotype (Analysis Data)

Phenotypic data related to the analysis

Cell Morphology Phenotype Ontology, MPO, or HPO

Phenotype ID, term

Organ

Information about anatomical entities

UBERON, RadlLex Ontology

UBERON ID, term

Analyzed Data

Information about software, workflow, annotation data

GitHub URL (release), DOI (Zenodo, Figshare), RRID, Dataset ID

Name, DOI
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idr.csv
bia.csv
jax.csv
webk.csv
crick.csv
nfdi.csv
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Filter by:
Dimension Count ~
Organism v

Imaging Modality v
Sort by:

NYLIA TN

Showing 15305 out of 15305 images

= IDR
(23.84 TB)

422,89 TB of public bioimage data in the next major version of OME-Zarr, including Zarr v3 and sharding, with distributed hosting.

(40.40 GB)

IMG_1661-1710 Riccia sorocarpa stature ventral side (Laowa 5.0x).ome.zarr
idr0157 Peters Bryophytes: IMG_1661-1710 Riccia sorocarpa stature ventral side (Laowa 5.0x).ome.zarr
Data from collection idr0157 _samples provided by IDR.

Open in OME-Validator.

Image size: T:1 C:3 Z:50 Y:4160 X:6240

Data size: 6.85 GB

, 3372.zarr

< | Data from collection KOMP_adult_lacZ provided by JAX.

Image size: T:1 C:3 Z:1 Y:52224 X:115200

Data size: 10.33 GB

3 1micron_reconstructions_VOI1.zar
-8 Cellular level 3D reconstructed volume at Tum resolution within the BigBrain occipital cortex (area V1)

Open in OME-Validator.

i Image size: Z:6000 Y:6000 X:6000

Data size: 224.21 GB

r

Data from collection fzj provided by Jiilich.

3.66.9-6.141023_15-49-01.03.0me.zarr
Weigelin: Focusing and sustaining the antitumor CTL effector killer response by agonist anti-CD137 mAb: idr0026/3.66.9-6.141023_15-49-01.03.ome.zarr
Data from collection idr0026_samples provided by IDR.
Open in OME-Validator. Browse Original data.

Image size: T:75 C:3 Z:21 Y:507 X:507

Data size: 1.38 GB

Week3_25421.ome.zarr

Data size: 962.01 MB

" Plate9-Red-A.ome.zarr

1 X . .
Open in OME-Validator. Browse Original data.

Biolmage Archive X JAX

Filter by Name or Description

(81.48 TB)

Webknossos
oF (31547 TB)

Crick
A 1005068)

Caie: High-content phenotypic profiling of drug response signatures across distinct cancer cells.: idr0035/Week3_25421.ome.zarr
Data from collection idr0035_samples provided by IDR.
Open in OME-Validator. Browse Original data.

Image size: T:1 C:3 Z:1 Y1024 X:1280

'8 Ledesma-Fernandez; Protein Kinase C and the stress response pathways are required for kinetochore homeostasis: idr0011/Plate9-Red-A.ome.zarr
2 & Data from collection idr0011_samples provided by IDR.
#58% Open in OME-Validator. Browse Original data.

Data size: 1.29 GB

Open in OME-Validator.

Data size: 4.59 GB

i 190220.zarr

Image size: T:1 C:1 Z:520 Y:2160 X:

Image size: T:1 C:3 Z:21 Y:512 X:672

2560

£ idr0090 Ashdown Malaria: 190220.zarr
1 Data from collection idr0090_samples provided by IDR.
@ Open in OME-Validator. Browse Original data.

Image size: T:1 C:5 Z:31 Y:2044 X:2048

Data size: 682.70 GB

39694.zarr

038d16f4-af14-47b0-a70d-f6349f00b046.zarr
48-Susaki-MouseBrainCUBIC/Fig3A_R26-pCAG-nuc-3xmKate2
Data from collection ssbd_samples provided by SSBD.

2

@ Data from collection KOMP_histopathology provided by JAX.
Open in OME-Validator. Browse Original data.
Image size: T:1 C:3 Z:1 Y:39936 X:84480

Data size: 3.52 GB
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