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Elizabethkingia meningoseptica

= 'Flavobacterium meningosepticum King 1959 (Approved Lists 1980)
- =Chryseobacterium meningosepticum (King 1959) Vandamme et al. 1994
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Elizabethkingia meningoseptica

Chryseobacterium meningosepticum, Flavobacterium meningosepticum

Flavobacterium meningosepticum

Elizabethkingia meningoseptica

X6 Parte, A.C., Sarda Carbasse, J., Meier-Kolthoff, J.P., Reimer, L.C. and Goker, M. (2020). List of Prokaryotic names with Standing in Nomenclature (LPSN) moves
to the DSMZ. International Journal of Systematic and Evolutionary Microbiology, 70, 5607-5612; DOI: 10.1099/ijsem.0.004332
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LPSN - List of Prokaryotic names with Standing in Nomenclature

Founded in 1997 by Jean P. Euzéby.
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