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pCAG-EGxXxFP

Validation plasmid for the effectiveness of guide RNA in CRISPR/Cas9 system.
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Catalog humber

RDB13532

Other clones in our bank

Resource name

pCAG-EGxxFP

External Datzbase

Clone info.

Validation plasmid for the effectiveness of gquide RNA in CRISPR/Cas9
system.

Aeguores victoria GFP

Reference sequence

Comment

Vector backbone pCAGGS (Plasmid) [

Selectable markers

For validation of sgRNA on double strand breaks by observation of green
fluorescence. MCS: BamHI, Nhel, Pstl, Sall, EcoRI, and EcoRV.

Ampar

Gene/insert name

Aequorea victoria GFP cDNA

Depositor|Developer

Tkawa, Masahito |

https://dnaconda.riken.jp/search/RDB_clone/RDB13/RDB13532.html
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A cassette cosmid for construction
RDB01678 (pAXCAwt) of recombinant adenovirus
A cassette cosmid for construction _ 157/\079_0)&% 1l
of recombinant adenovirus (CORIBTAIZ—(T1 B AER)
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RDB04026 (pKM2L)

Plasmid clone of Renilla
luciferase reporter vector.
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RDB05956 (pCMV_S-FLAG)
Expression vector

ETHEERANIFI—

RDB06178 (pDUAL)

S. pombe pDUAL series
backbone vector.

RDB08938 (pCAGGS)
Mammalian expression vector with CAG promoter.
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