/ﬁ\' Summary

o With the bioimaging community, we are developing the cloud-native next
generation file formats (NGFFs) of bioimaging and biosystems dynamics data.

o SSBD is a platform for sharing and reusing bioimaging and biosystems dynamics
data globally.
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Metadata

SSBD metadata has been improved to align with the other data resources.
O REMBI  (sarkans et al. 2021)
O A guideline for metadata of optical and electron microscopy imaging data

o QUAREP-LiMi (Nelson et al. 2021)
O Specifications for quality assurance and quality control of optical microscopies
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0€ Data Reuse and Analysis

For reuse and analysis of bioimaging data:
o We need an execution environment capable of performing workflow analysis.

O In SSBD, data should be shared together with image-analysis workflows and analysis
results.
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624/ Toward Sharing Bioimaging Data

Issues:
O Fast and parallel access to bioimaging, segmentation and tracking data stored in
internal or public storages

o Building of a global sharing system of bioimaging and biosystems dynamics data

How to resolve the issues:
o Use of the NGFFs such as OME-Zarr and BD-Zarr instead of TIFF or the other
conventional formats

o Collaboration with Biolmage Archive and Image Data Resource on metadata
harmonization, cross-database searching, and API development

E‘) File Formats

OME-Zarr

o Next generation file format (NGFF) for storing bioimaging data

BD-Zarr

o NGFF for storing biosystems dynamics data (e.g., tracking data, feature data)
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@ Global Sharing

SSBD:repository
o An archive for quick sharing of bioimaging data for paper submission/publication

SSBD:database
O An added-value database of highly reusable bioimaging data with rich metadata
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SSBD is positioned as a core repository and database within the foundingGIDE.

Plans

. Sharing data in OME-Zarr and BD-Zarr formats in internal and public storages

. Developing tools and libraries for reading, writing and reusing biosystems dynamics
data in BD-Zarr

. Harmonizing metadata of SSBD, Biolmage Archive (BIA) and Image Data Resource
(IDR) to enable cross-search across these data resources
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