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B3 Phosprof (phosphorylation profiling DB)

1) Signature Protein _ .
S BALEN AR LS TR RO T ATy T L Clfdsn  Sienaturo Protoin
| g1: RTK pathway | g2: Wnt-Hh pathway

Drug Name: Bosutinib (SKI-606) Cell Line: K562

olp
About phosprof ®| o ®le ®le °©|o
Phosprof (phosphorylation activity measurement-based pathway profiling database for drug-response) is a

database to present cellular response to representative drugs as the significant pathways. It based on the /A R

analysis of collected experimental data of phosphorylati tiviti sing protein arrays. Phosphorylation

Y oo — b
activity measurement allows evaluation of signal transd n act directly and provides direct (=] &_1¥ A_l‘ _s_'_
estimation of responsible pathway of a cellular event. Comparison between various approved drugs, whose

target phen-type is already known, can be helpful for drug development. Full Simple Full Simple

g3: GPCR pathway ’ g4: Cell Death pathway

mp I I
-

Full Simple Full Simple

(¢ 'MIJ plasma mem brane ligand protein I Transmen! brane domain
i)
———~ nuclear membrane @ signaling protein @y [+ eeneex pression
\TIONAL

R Ny IR T A IR EIR BT B/ (RO ATy T &R

Kagiwada et al., Database (Oxford). 2022
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Detail of Protein

‘ SRC

Gene Symbol Gene ID
SRC 6714
Sequence
MGSNKSK LE

FPASQTPSKPASADGHRGPSAAFAPAAAE
PKLFGGFNSSDTVTSPQRAGPLAGGVTTFVALYDYESRTETOLSFKKGERLQIVNNTEGD
WWLAHSLSTGQTGYIPSNYVAPSDSIQAEEWYFGKITRRESERLLLNAENPRGTFLVRES
ETTKGAYCLSVSDFONAKGLNVKHYKIRKLDSGGFYITSRTQFNSLQQLVAYYSKHADGL
CHRLTTVCPTSKPQTQGLAKDAWE IPRESLRLEVKLGQGCFGEVHNMGTWNGTTRVAIKTL
KPGTMSPEAFLQEAQVMKKLRHEKLVQLYAVVSEEPIYIVTEYMSKGSLLDFLKGETGKY
LRLPQLVDMAAQIASGMAYVERMNYVHRDLRAANILVGENLVCKVADFGLARLIEDNEYT
ARQGAKFPIKWTAPEAALYGRFTIKSDVWSFGILLTELTTKGRVPYPGMVNREVLDQVER
GYRMPCPPECPESLHDLMCQCHWRKEPEERPTFEYLQAFLEDYFTSTEPQYQPGENL L_

Sequential Information
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Structural Information
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Q1 Structure

1Y57 | Structure of unphosphorylate.
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