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1. 72T U & 77 ) 7—=>3 2 EHROMAZE—DDDB C—i#(C /2 FH
"Genome assembly and annotation have been deposited in GenBank under BioProjects PRINA680555 (‘Oaxaca’), PRINA680556

(‘Pawnee’), PRINA680557 (‘Lakota’), and PRINA680558 (‘Elliott"). Genomes and annotations are also available through phytozome:
Pawnee, Elliott, Lakota, and Oaxaca." (10.1038/s41467-021-24328-w) — NCBI has assembly and annotation data

2. 72 JURHIET ) F—23 2V EHRZE. Bl4dDBYY I ITI YA M5/ FH
"The coast redwood v2.2 assembly was deposited at NCBI as GenBank accession VDFB02000000, BioProject PRINA542879. The

genome assembly, annotation, and functional assessment are also available in the TreeGenes database (https://treegenesdb.org/)."
— NCBI has the assembly data and TreeGenes database has the annotation data.

3. 72> VBRI D= —DMDDBN 5/

"Genomic assembled sequences, ONT raw reads, and raw short reads have been deposited to NCBI database under Bioproject
accession no. PRINA781352." (10.1093/gbe/evac060) —NCBI has assembly data.

AN — =3k Y =~ =" — /8 7=
4. WX ICEEM TN TVRIDIRENRDMST . T —HZHIS TSR0
"Genome sequences, assembly, and annotation data have been deposited at NCBI GenBank under BioProject/BioSample numbers
PRINA727440/SAMN19020793." (10.1016/j.xplc.2021.100247) — No corresponding data in NCBI

5. M ICEBIMENTWVWB U IO L THE ST, 7 —FZEUG TSR
"The genome assembly file is available at NCBI. All the annotation tables containing results of the draft genome analysis are

available at figshare" (doi.org/10.6084/m9.figshare.14790132) — NCBI has assembly data, but annotation data was inaccessible
because the link was dead.
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