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Total: 144,453 Experiments

Total: 224,659 Experiments
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Ex. Pou5f1 近傍の Epigenomic landscape @ Spermatogonia
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14
Enrichment Analysis
Ex. 疾患関連 SNP周辺の Epigenomic landscape が知りたい
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疾患関連 SNPs (BED)Random permutation

転写因⼦
Open chromatin region
Hypo-methylated region

Fisher’s exact test
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疾患／患者の層別化

発症の Key factor
Tissue specificity
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Enrichment Analysis
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