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MicrobeDB.jp ver.3

& microbedb.jp

©.g. hot spring, Enterococcus faecalis, psb.

o4

Data sources of MicrobeDB.jp ver. 3
Metagenome and Microbes Environmental Ontology. 2401 Taxonomy 120342 Ortholog Groups 4203173
Microbiai Phenotype Ontology 277 Genome and Metagenon ample 1920330 I Culture collections in Japan 38414
P ge g Human Microbiome

Last Modified date: 2020-02-16

MicrobeDB.jp provides a keyword search function with a simple interface. The keyword search gives the user free-text access to the literal fields of all

i Representation and Visualization
For ion of datab: and analysis results, MicrobeDB.jp project has developed 197 TogoStanza, whch is a generic Web framework
‘which enables the visualizing of reusable Web components that are t

iE Comparative Analysis
Jp provides C: Analysis Tools betwaen the  metagenome samples , the environment terms ,  thetaxa ,and
nd taxon functional analysis based on TogoStanza framework. If you are sted in & analysis, it can be vis

#» Upload Your Data
By the data to between your data and genomic and metagenomic analysis results on
MicrobeDB,jp. For that, you need to  CF n
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SCOPE workshop
MicroEnGen

18-21th April 2004
De Wageningse Berg (Netherlands)
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Microbial genomes in the environment:
Discovery and exploitation of the micro-
engines of ecosystem functioning

Microbial structural and functional genomics

Use of ‘meta-genome’ libraries to uncover
microbial metabolic potential

Microbial communities as metagenomes - use of
micro-arrays for phylogenetics and metabolic
assessments

Bioinformatics - How to derive knowledge from
influx of bio-information
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Sample  Sample name Age Total reads  Total read length (bp)
Q>15
Individual In-A Male 45 81687 52509363
Individual In-B Male 6 months 80617 62792581 / adl.lltS
Individual In-D Male 35 84237 55137918 2 ?hlldl'en
Individual In-E Male 3 months 80852 56781600 4 infants
Individual In-M Female 4 months 89340 57808421
Individual In-R Female 24 85787 55404826
Family I F1-S Male 30 78452 53568019
F1-T Female 28 81348 55365235
F1-U Female 7 months 82525 53864663
Family 11 F2-V Male 37 80772 55926002
F2-W Female 36 79163 54885684 .j_},
80858 56587120 b
79754 56276047
Total 1,065,392 reads 726,907,479 bp

Kurokawa et al. 2007
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Human and Mouse gene expression database

BODYMAP

BodyMap is a data bank of expression information

of human and mouse genes, novel or known,

in various tissues or cell types and various timings.

The first generation map was created by random
sequencing of clones in 3-directed cDNA libraries. 7

About Bodymap server  » List of contributors

ﬂosnnnotmm >
E:lmlonpauansomems >
Select genes by expression »

by T. Hishiki and S.Morishita
S Kawamoto and K.Okubo

llowing grants.

or the future (RFTF) of Japan Society for the
(1997-1999)

id for Scientific Research on Priority Areas from the
nce and Culture of Japan to K.0.(1997-1999)
H06NP0401 (1996), #05NP0501 (1995), #04NP0401
srant-in-Aid for Creative Basic Research "Human

e Ministry of Education, Science and Culture of Japan

262208(1995) Grant-in-Aid from the Ministry of

¢ of Japan to K.O. K to & Okubo, 1999
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2009~2011
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A3 ) L\DBU AT LDEIH ~ J
2 http://me waw3 sequence info — Meta genome web site — Microsoft Internet Explorer.
o T — M) REE FrW) HRAD UMD AT
fota genome web site ~ Microsoft Internet Explorer
M) REEO FRW HRANE VoKD ALIE o=-0 WA Pux Sesnon @ - & @ - [ Legs e
= Al Ber i > B ~
Q- O M@ G Pur feomn @ 25
Metagenome:jps - D et ren et
= Escherichia coli K 12 substr MG1655
Data Release Policy JMD BEE Frl) HRAIND Y-MD ALIE ‘Sampling point in
human body
e = 3 uman

m% As a public service, the raw sequence data, assemblies, and annotation from Microbial @ = B ﬂ ) £ Dtz Sl smcan =[] Escherichia coli 0157:H7 ~
projects are being made available by the Human Metagenome Consortium, Japan (HMG, ¢ H R o erlchiaroollOe et B 3
Scientic publication. The followings are our data release palicis. Taxonomy I A

ooy
(s s ke : scherichia coli
] Statement on Annotation RS
Annotation of the sequence is ongoing, and the full annotation will be released upon pub) = [ Escherichia ool k.12
_— note that, although the ssquencs is finished, and we believe it to be accurate, it is possi| T N . Search => Escherichia coli str. K-12 substr, MG1655
ks and missassemblies may remain, The sequence should be considered as preliminary u Sampling point in human body = Escherichia colistr. K-12 substr. DH108
publication. The data is provided "as is”, without warranties of any kind. In adition, whol ! . =5 Escherichia coll APEC 01
assemblies are likely to change upon the availabilty of new data, and our website will ddf ~ S¥"ne st humer Mouse over tissus to get more informatiort =5 Escherichia coli UTI89
assembly versions as they are released. We would ask users of the data to rzad our *D: B eecherichincoil S8 3
Policy” and "Guidelines on Use of Data in Publications” o Jope: circuir = Escherichia coli 536
Toenomy I3 equence: NG 0009132 i
e =5 Escherichia coli SE1L
Please note that the sequences in the shotgun database are single reads from sequencf coli E243774 v
contain errors, along with vector contamination o
Data Release Statement
The purpose of this statement is to protect the interests of scientists who are sequencin o 7
annotating these ufinished genomes as part of our research program. Our goal s to i + [ - ] 5
genomes s rapidly as possible. We plan on publishing the completed and annotated pores) DEAIRDICOGMEZY) L 0] 00 EL 2 LT004
peer-reviewed joumal as soon as possible. Our policy i that early release should aid th = hoosomsmg 000318 (C0G00EE
Science, but it s not intended 10 allow othars to preerpt our work by rushing to publicat 8 + +
of our own efiorts. Permission of the principal investigator should be obtained before publ 2 DR R [T
of the sequence/open reading frames/genes on  chiomosome or genome scale, etc., a . = £ N 9 -
genome comparisons of regians of evolutionary consenvation or change. I is our expect D4401aICA(COGITASTH) In-M( ES ) N Fl-U( eV )[_
dealing with specific genss, pathways, etc. will nat be considered compefitive and scien e j— N
froe to use the data in scientific papers analyzing paticular genas and regions i the pro P *E [ 1‘&0) =\ { FMm
data are properly acknowledged. See “Guidelines on Uss of Data in Publications” fo cr L — . — ﬁ A =L EE h
= [ = N - N
; . B o —
Soquencing Enquies s - = = ZE{EENDELN OIS
Please address al sequencing enquiries to: miciobes@metagenome jo i I —
& @ B w
Guidelines on Use of Data in Publications IS ==
‘We make the mapping and sequencing data we obtain avalable for public use as it is g Kl
However there has been a considerable investment in acquiring these data, and we requl B Lo
|EonsranaLe . —
A R
WA SinD Minm SR inB i€ WFLS WELT HELY
< >
| B © 5-tok
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Human Meta BodyMap

Metagenome Database

AN o> J + 'hnp:/lmetagenomics.jp,lmglmeta

Metagenomejp

[ TOP ] *yecisc | Body-BLAST -.m_m

Metagenomics -
Resouce Summary

Il Face(160)

B Unclassified(1)

| | Search.

| 1107 results (1to 1000) |

Next | Download a XML file

¢ | (Q~ Google

.,

i‘

| Columns...

D Classical |:| NGS[ | Reference(HMP)

Uncultured
human fecal
virus

Uncultured
human fecal
virus

Uncultured
human fecal
virus

Human stool
environmental
sequences

Human stool
environmental
sequences

Il Skin(355)
M Oral(185)
M Face(160)
M Gastrointestinal tract(152)

ng(2)
I Biood, Gastrointestinal tract(1)
Il Skin, Wound(1)
I= Oral, Skin(1)
B Gastrointestinal tract, Skin(1)
B Blood(1)
Ml Unclassified(1)
M Oral, Gastrointestinal tract(1)
Il Gastrointestinal tract, Oral(1)
M Blood, Urogenital tract(1)

Human lung

Human lung

~

/

= 3
TR I*
Licensed under a Creative Commons 3 7<4.0E &
©20202 )11 B8 (JE LIRS W 5EFT)

T A &ANV
7 A8




AT —RZLBBEE

®06 Metagenome Database

7 + [ http://metagenomics.jp/mg/meta ¢ VQ' Google
celagenome.p : - -

"""p‘[":::ﬂ;'::l'r‘s KEGG Taxonomy | Search | Manual

Metagenomics -

Resouce Summary Project type Al 5
Title
[l Eace(160) Rt | Reference(HMP)
[ Brain References
Age to |
M Ears(71) () Oral(23043) (] Skin{13960) [ Gut(9752) () Unclassified(9577) (] Airways(5687) (] Undefined(2992)
B Or=i(185) [ Lymph nodes(2724) [ Blood(1779) () Gastrointestinal tract(445) (] Face(160) (] Ears(71) (]
M Airways(68) | Tissue Urogenital tract(37) [ gut(22) (] lung(2) [ Blood, Gastrointestinal tract(1) (] Blood, Urogenital tract(1)
B Trachea [ Gastrointestinal tract, Oral(1) [) Gastrointestinal tract, Skin(1) (] Oral, Gastrointestinal tract(1) (] Oral,
W Lung(2) skin(1) () Skin, Wound(1)
M Heart Condition of health (] healty(18) (] obese, lean(1)
B cut(22) (] 13 healthy individuals of various ages, including unweaned infants(13) [ three fecal samples from two
™ Gastrointestini Sample healthy individuals(3) () Identical twins(2) [ two healty adults(2) (] 124 European ingividuals(1) (]
tract(152) twins(1)
I Uogenital Main targets (] Bacterial genomic DNA(18) [] RNA viruses(3) () Bacterial genomic DNA and 16 ribosomal DNA(2) (]
tract(37) Bacterial 165 ribosomal DNA(1)
[l Skin(355)
=E|md(1) ((search | (_Cancel ]
[l Unclassified(1

DBCLSIZ 3F —BoadyParts3D 2%
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ErA%RYT /LI ZH54ELT=Body-BLAST

e 006 Metagenome Database : Body-BLAST

| > b o .http:Nmetagenomics.jplmg/blast

Metagenomejp

Body-BLAST 2
Search engine: NCBI BLAST2

Search conditions
Enter the query sequence in FASTA format _

Select the Database & Program Name

| Mapping to Taxonomy
(L)16S rDNA (Vitcomic)?

| Mapping to HumanBody and Metadata

()16S rDNA (Silva)?

(_)16S rDNA (metagenome)?

(*)Protein (metagenome and isolated genome)?
Database CDS (metagenome and isolated genome)?
(_)Genome (metagenome and isolated genome)?

| Mapping to clustering resuit
(_Representative protein of clusters (clustering result by CD-HIT)?

| Mapping to 3D
(Protein 3D structure known (PDB)?

(*)BLASTP (protein query vs. protein DB)
(_PSI-BLAST (Position-Specific Iterated BLAST)
(_BLASTX (translated nucleotide query vs. protein DB)

Similarity Search Engine

BE 51 8 B 14 |

¢ [[Q~ Google )

&Y

IRIRZE R AT e
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e 006 Metagenome Database g"
| | + [l hup://metagenomics.jp/mg/blast/result/909940e37ed8dd1618fd308a91754778 ¢ | (Q~ Google
Search...
B Face ptageno S proje A4 Columns... assica Reference P
M Brain
M Eyes
=m
B Airweys(©) 8 |32 BARV metagenome |94 oaly) unweaned infants
Il Trachea 33011 |- Oral
M Lung 34117 |- Gastrointestinal tract
I Heart 18171 |- Oral
.Gﬂ(mp)t ) 30747 |- intestinal
Gastrointestinal
.I@i(276) 30951 |- Urogenital tract
: 3 Gastrointestinal tract
g Urogenital gt . ’
tract(86) 27825 |- Gastrointestinal tract
Il Skin(53) 30055 |- Gastrointestinal tract
I Blood(10) 21061 |- Gastrointestinal tract
B Lymph nodes 28999 |- intestinal
.M&lﬂﬂ 31017 = ml
31019 |- Oral
Condition of heal
[ Gastrointestinal
tract(265)
Urogenital
M Firmicutes(376) tr!cu'rmog) '
B Actinobacteria(43) M Oral(63)
Bl Proteobacteria(18) | B Skin(46)
[l Fusobacteria(16) | qut(46)
QD dclon(10} Waivays(r)
B | enericutes(2) Gasiroiniesiinai
tract, Oral(4)
[l Blood, Urogenital
tract(4)
| Blood(4)
W Oral,
Gastrointestinal
tract(2)
[ skin, Wound(2)
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2,500,000

e T

TA4oanN14A—L %9 2,300,000
Ek #J 650,000

o 7R % 120,000
TiE #3  280,000
. KIRLE #9 240,000
ANTLIRIE #9 160,000
e A #9 150,000

2006 2007 2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018 2019 2020
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MicrobeDB.jp ver.

& microbedb.jp

Data sources of MicrobeDB.jp ver. 3

Metagenome and Microbes Environmental Ontology 2401 Taxonomy. 123342 Ortholog Groups 4203173

1920339 l C

Last Modified date: 2020-02-16

Q Keyword Search

MicrobeDB.jp provides a keyword search function with a simple interface. The keyword search gives the user free-text access to the literal fields of all
RDF/OWL resources on MicrobeDB jp, Click

1l Representation and Visualization
For of es and analysis results, MicrobeDB.jp project has
which enables the visualizing of reusable Web components that are

Comparative Analysis
.jp provides Analysis Tools between the  metagen mmmmmm thetaxa ,and
by using a comparison tool.

#» Upload Your Data
By the data to ip, you can execute comparative analysis between your data and genomi analysis results on
MicrobeDB,jp. For that, you need to ~ CI

020201l 31 (E:LEEFHERAT)
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