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ZiaiE~R—< (https://plantgarden.jp/ja/list/t3818) @
@ [EloFzdIdd] 2oVvs

HERR

FYFAY—2—LICK FEGFORERER

IURL name ~ |ID ~ ‘koywords
ZZIBR U714 FLDE /ja/list/t3818/genome/t3818.G001 /arah-- arahy.Tifrunnergnm1.ann1.MHSG3V.2 |13818.G001 |Zeaxanthin epoxidase, chloroplastic
E3 ‘/ja/list/t3818/genome/1381 8.G001/arah-+- arahy.Tifrunner.gnm1.ann1.A5JFP2.2 |t3818.G001 |Zeaxanthin epoxidase, chloroplastic
j— \/ F EI :/“ e w T e r m /ja/list/t3818/genome/t3818.G001/arah--- arahy.Tifrunner.gnml.ann1.A5JFP2.1 | t3818.G001 |Zeaxanthin epoxidase, chloroplastic
‘/ja/list/t38|8/genome/t3al 8.G001/arah--- arahy.Tifrunner.gnml.ann1.A5JFP2.3 |t3818.G001 Zeaxanthin epoxidase, chloroplastic
( 9 — A ) % *IJ m L T_ /ja/list/t3818/genome/t3818.G001 /arah--+ arahy.Tifrunnergnm1.ann1.MHSG3V.] |t3818.G001 |Zeaxanthin epoxidase, chloroplastic
- ‘/ja/list/!38|8/genome/t381 8.G001/arah-- arahy.Tifrunner.gnm1.ann1.H1IQ00.1 |t3818.G001 ' Z i i oplasti
abscisic acid metabolic process:G0O:0009687(2) sEf fe— .L\b /ja/list/t3818/genome/t3818.G001/arah+- arahy.Tifrunner.gnm1.ann1.5TW1B.1 | t3818.G001 |Zeaxanthin epoxidase, chloroplastic
E{K ? o) *ﬁ % *% H B ‘/ja/list/t38|8/genome/t38'l 8.G001/arah-  arahy.Tifrunner.gnm1.ann1.5[TW1B.2 |t3818.G001  Zeaxanthin epoxidase, chloroplastic
abscisic acid-activated signaling pathway:G0:0009738(71) /ia/list/t3818/genome/t3818.G001/arah -+ arahy.Tifrunner.gnm1.ann1.306WMH.1 |t3818.G001 | major allergen Pru ar 1-like
acetate-CoA ligase activity:GO:0003987(2) ‘/ja/list/t3818/genome/t38]8.GOOI/arah--- arahy.Tifrunner.gnm1.ann1.0DY23C.1 | t3818.G001 |major allergen Pru ar 1-like

/ja/list/t3818/genome/t3818.G001 /arah-+ arahy.Tifrunner.gnm1.ann1.WD2ETH.1 |t3818.G001 |MLP-like protein 423
‘/ja/list/t3818/genome/t381 8.G001/arah--- arahy.Tifrunner.gnm1.ann1.GR2U56.1 |t3818.G001 | MLP-like protein 423
acetolactate synthase regulator activity:G0:1990610(2) /ja/list/t3818/genome/t3818.G001 /arah-- arahy.Tifrunnergnm1.ann1.SKIUTM.1 |t3818.G001 |MLP-like protein 423
‘/ja/list/(38|8/genome/(381 8.G001/arah+ arahy.Tifrunner.gnm1.ann1.MDNW8J.1 |t3818.G001 | MLP-like protein 423
/ja/list/t3818/genome/t3818.G001/arah -+ arahy.Tifrunner.gnm1.ann1.LHUD2K.1 t3818.G0O01 |MLP-like protein 423
acetyl-CoA carboxylase activity:G0:0003989(23) ‘ /ja/list/t3818/genome/t3818.G001/arah--- arahy.Tifrunner.gnm1.ann1.T78K8J.1 |t3818.G001 | major allergen Pru ar 1-like
/ja/list/t3818/genome/t3818.G001/arah++ arahy.Tifrunner.gnm1.ann1.SH86H7.1 | t3818.GO01 |Bet v I/Major latex protein
‘/ja/list/t38|8/genome/t381S.GOOl/arah--- arahy.Tifrunner.gnm1.ann1.K3284P.1 |t3818.G001 |major allergen Pru ar 1-like
acetyl-CoA:L-glutamate N-acetyltransferase activity:G0:0004042(9) /ja/list/t3818/genome/t3818.G001/arah-- arahy.Tifrunner.gnml.ann1.1ZV6R2.1 | t3818.G001 |Bet v I/Major latex protein
‘ /ja/list/t3818/genome/t3818.G001 /arah:-- arahy.Tifrunner.gnm1.ann1.BF26J8.1 | t3818.G001 |Bet v I/Major latex protein
/ja/list/t3818/genome/t3818.G001 /arah+- arahy.Tifrunner.gnml.ann1.IZV6R2.2 | t3818.G001 |Bet v I/Major latex protein
acetyltransferase activity.G0:0016407(2) ‘/ja/list/t38|8/genome/t38]8.G00|/arah--~ arahy.Tifrunner.gnm1.ann1.GDAP1Y.1 |t3818.G001 |major allergen Pru ar 1-like
,,,,,,,,,,, /ia/list/t3818/genome/t3818.G001/arah -+ arahy.Tifrunner.gnm1.ann1.ICBT46.1 t3818.G001 | major allergen Pru ar 1-like
‘/ja/list/t38|8/genome/(3818.GOOI /arah---  arahy.Tifrunner.gnm1.ann1.T9G4Il.1 13818.G001 | Bet v I/Major latex protein
/ia/list/t3818/genome/t3818.G001/arah -+ arahy.Tifrunner.gnm1.ann1.A98314.1 t3818.G001 | Bet v I/Major latex protein

‘/ja/list/(3818/genome/(3818.GOOI/arah~~~ arahy.Tifrunner.gnm1.ann1.BNMMS5E.1 t3818.G001 |Bet v I/Major latex protein

acetolactate synthase activity:G0O:0003984(2)

acetyl-CoA biosynthetic process from pyruvate:G0:0006086(20)

acetyl-CoA carboxylase complex:GO:0009317(18)

acetylglucosaminyltransferase activity:GO:0008375(93)
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