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https://www.ddbj.nig.ac.jp/biosample/submission-e.html
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tissue: blood
age: 45
sex: male

tissue: Blood
age: 45 years old
biological_sex: M

cell type: Hela

cell_line: Hela

cell type: adipocyte

cell type: fat cell
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Search results Find related data
Database:
Items: 1 to 20 of 763

Page |1 of 39 | Next> Last=>

o Filters activated: human. Clear all to show 3562 items.

(J TEAD1 ChIP-seq Adipocyte D1 Experiment #1 y
1. Identifiers: BioSample: : : : : Search details
; : ple: SAMN14214211; SRA: SRS6220155; GEO: GSM4340705

Organism: Homo sapiens adipocyte[All Fields] AND "Homo
Accession: SAMN14214211 ID: 14214211 sapiens"”[Organism]

BioProject SRA GEO DataSets

(] TEAD1 ChlP-seq Adipocyte D1 Experiment #2 2
2. |dentifiers: BioSample: SAMN14214210; SRA: SRS6220156; GEO: GSM4340706 -
: : ; : ; - Search
Organism: Homo sapiens - See more...

Accession: SAMN 14214210 ID: 14214210
BioProject SRA GEO DataSets

Recent activity &
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Saomillion biosample:BioSampleRecord
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idorg_biosample:SAMD00222921

biosample: <http://ddbj.nig.ac.jp/biosample/>

samea5619337: <http://ddbj.nig.ac.jp/biosample/SAMEA5619337#>

Cr ime
deticreated ; ddbj_bioproject: <http://ddbj.nig.ac.jp/ontologies/bioproject/>
_ ddbj_biosample: <http://ddbj.nig.ac.jp/ontologies/biosample/>
Description String ddbj_dra: <http://ddbj.nig.ac.jp/ontologies/dra/>
gotdesoription >W idorg bioproject: <http://identifiers.org/bioproject/>
idorg_biosample: <http://identifiers.org/biosample/>
BioSample ID String idorg_sra: <http://identifiers.org/insdc.sra/>
dct:identifier
>|ammuu%1 | schema: <http://schema.org/>
dct: <http://purl.org/dc/terms/>
detissued Publication Date Time rdf: <http://www.w3.0rg/1999/02/22-rdf-syntax-ns#>
> [ 20200510 00:00:00 40000 rdfs: <http://www.w3.0rg/2000/01/rdf-schema#>
Modified Date Time
det:modified R
7| 2020-08-23 09:25:30 +0000

OriginalSampleProperty URI
schema:additionalProperty N g e perty _rdftype N schema:PropertyValue
- ddbj:SAMD00222921#cell+line

——/

name String
schema:name N
4 I cell_line
value String
schema:value

S
4 I Huh-7.5

ontology URI
schema:valueReference N
- Lcellmums:CVCLan?

software
prov:wasAttributedTo N
> :

URI
lddbj_--'u usPippiine
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AnnotatedSampleType URI
schema:additionalProperty \ rdf:type )[ schema:PropertyValue
> [ - = = =~ = ccccccccccnncasnans

l ddbj:SAMD0022292 Type

| —

~—

name String
schema:name

S
4 I annotated sample type

value String
schema:value N
4 I cell_line
ontology String

schema:valueReference

N
4 I ddbjont:CellLine

software URI
prov:wasAttributedTo

N
?

lddbj_biowrmle:B'voSamplsPhsPi bline

confidence Float

S
’|1v0

ddbjont:annotationConfidence

rdts:label . BioSample label String
ittt biosample: <http://ddbj.nig.ac.jp/biosample/>
— — samea5619337: <http://ddbj.nig.ac.jp/biosample/SAMEA5619337#>
rdfs:seeAiso > o scsonetos ddbj_bioproject: <http://ddbj.nig.ac.jp/ontologies/bioproject/>
ddbj_biosample: <http://ddbj.nig.ac.jp/ontologies/biosample/>
rdts:seeAlso  5RAExperiment _ String ddbj_dra: <http://ddbj.nig.ac.jp/ontologies/dra/>
T | e idorg bioproject: <http://identifiers.org/bioproject/>
e — idorg biosample: <http://identifiers.org/biosample/>
rdfs:seeAlso ;Immjmmumm% idorg sra: <http://identifiers.org/insdc.sra/>
schema: <http://schema.org/>
rdts:seehlso i ERASamele St dct: <http://purl.org/dc/terms/>
i aniiha rdf: <http://www.w3.0rg/1999/02/22-rdf-syntax-ns#>
— — rdfs: <http://www.w3.0rg/2000/01/rdf-schema#>
Lo >I idorg_sra:DRR225867
rdfs:seeAlso BioProject String

4 I idorg_bloproject:PRIDBO772
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MetaS RA(http://metasra.biostat.wiso.edu/)

€ MetaSRA

Normalized metadata for the Sequence Read Archive

Find human RNA-seq samples o

matching all of these terms: @

Find term

Sample type: Al cellline tissue primarycells ~stem cells invitro differentiated cells iPS cellline

JDEENE

Found 2125 samples in 240 studies

Most common terms:
African American  Hela | cultured cell | uterine cervix ~adenocarcinoma treatment  ENA _ transfection  cervical carcinoma  epithelial cell

[ [ re el eeee—n S ——-——"
pp— e RS (.

il | sece o

Key: Anatomy @ Disease Cell Line Cell Type Experimental Factor

sTuby RNA-seq of human cell line Hela after depletion of a IncRNA with three different loss-of-function
methods @

126 B9 " SAMPLES INCLUDE: | African American | ENA  Hela i cultured cell
View matching samples
samples

sTuby Timecourse of gene expression in Hela cells (parental cells and clonal knockouts of MED12 and
MED24) following induction by TNFa or IL-1b &

79 . matching samples

samples

SINCLUDE: | African American  Hela | adenocarcinoma | cultured cell |~ uterine cervix

Ek: VOXRNA-seq U VTN EA Y ROIJ—-(CEDVTRE
UBERON (#Hi#), Cell Ontology (ffifid~ -+ =), EFO (RRZE ),
Cellosaurus (#fif@#k), Disease Ontology (&)
g @J Z“ >/ |\ L] :J\_ 7 Y B >/ 7‘0)/ ({ ’r 75 ’r >/ E %ﬁj\:(httos://qithub.com/dewevlab/MetaSRA—oioeIine)
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http://metasra.biostat.wisc.edu/
https://github.com/deweylab/MetaSRA-pipeline

vrOI—-vYwvEYIDOEENML

MetaSRA /N7 7S V&EHB(CHNE https/aithub.com/sh-ikeda/MetaSRA-pipeline
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50009 7LD 7 X T HNEH] 3~6 I, NEE 0.5~1 5
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BX T ne value E™RME

AR E U CHIES NS D ZEEFOI I M= EM
YYEVOICFERUKLVBMEEED

4y hOJ—« ViR—~DNIIEE RRAT ARE

tc.
e Precision 0.940 0.968
2065 Y FILDF R 2w & AU e S
_ Recall 0.831 0.871
(XBELLEBOZUMEIC DUV TITEMRE)
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https://github.com/sh-ikeda/MetaSRA-pipeline
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