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[ Haruka Ozaki and Wataru Iwasaki. 2016. Comput. Biol. Chem. ]
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Method

ChiIP-Atlas MOCCS output k-mer profile
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Result
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Result >
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Documentation
ID Genome Antigen_class Antigen Cell_type_class Cell_type kmer MOCCS2score v

load

k-mer MOCCS2score

SRX5374999 mé TFs and others C Taf3 Pancreas INS-1E ACGTCA 26.3224316603071
Ino80

SRX5374999 mé TFs and others C Sehil Pancreas INS-1E TGACGC 18.5276741743854
SRX5374999 mé TFs and others C Hdac2 Pancreas INS-1E GTGACG 18.5163509574418
SRX5374999 mé TFs and others C Crebl Pancreas INS-1E CTGACG 14.9604344167565
SRX5374999 mé TFs and others C :e‘:fodl Pancreas INS-1E ACTACA 12.2793263634743
SRX5374999 mé TFs and others Credup” Pancreas INS-1E CATCTG 9.02711878981526
SRX5374999 mé TFs and others Crebbp Pancreas INS-1E AACTAC 8.96250010911249
SRX5374999 mé TFs and others Crebbp Pancreas INS-1E GTCAGC 8.83429605653543
SRX5374999 mé TFs and others Crebbp Pancreas INS-1E CAGCTG 8.56547379386447
SRX5374999 mé TFs and others Crebbp Pancreas INS-1E GAGCGC 8.51068032471222
/ S waet filtered from 882,107 total entries) Previous T 2 3 4 5 170
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Compare k-mer between two samples

k-mer comparison between two samples
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Result 3B TR B k-mer profile Dl
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Discussion & Future application
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