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BMRB/RDF
BMRB/RDF is a translation of NMR-STAR data into RDF
Protein Other biomolecule Others @ Sequence @ Structure

wwPDB/RDF
wwPDB/RDF is a translation of PDBx/PDBML data into RDF.
ein @ Drug/Chemical ® Other biomolecule ® Sequence ® Structure

iPOST database RDF
jPOST database RDF is described the re-analyzed proteome dataset in the jPOST project.

rotein  ® Sequence

PubCaseFinder RDF
RDFized Disease-Phenotype associations and Gene-Phenotype associations extracted from web resources and published case reports in the |
® Health/Disease @ Gene Others

Dataset of NBRC bioresource
Dataset of NBRC bioresource is a dataset for microbes which are maintained, managed and provided from NBRC (NITE Biological Resource C

® Organism @ Cell @ Bioresource

Metadata of JCM resources
A RDF-based meta-database of microbial strains used in various researches such as biology, environment and human health as bioresources.

® Organism @ Bioresource

Nucleic Acid Drug Database
DB is focused on nucleic acid drugs known as biopharmaceuticals and displayed approval drugs and information on three phases of clinical tria
Drug/Chemical © RNA @ Sequence @ Structure  ® Journal article/Report/Bibliography

Integbio Database Catalog/RDF
Integbio Database Catalog/RDF is a translation of Integbio Database Catalog data into RDF.
Others  ® Others

SSBD: Meta-information of quantitative data and microscopy images
Meta-information of quantitative data and datasets of microscopy images provided from SSBD database
@ Cell @ Organism ® Otherbiomolecule ® Others ® Image/Movie ® Geneexpression @ Others

RefEx RDF

RDFized reference gene expresson dataset derived from CAGE and GeneChip experiments in the RefEx database.

® Gene  Tagsequence (nudleicacid) ® Gene expression
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DBCLS guidelines for RDFizing databases

The DBCLS guidelines for RDFizing databases are a collection of useful practices for developers who expose life
science databases as RDF. DBCLS have been compiled the guidelines based on experience and knowledge

gathered from several hakacthon events organized by DBCLS and NBDC such as the DBCLS/NBDC
BioHackathons, the SPARQLthons and the RDF summi ts.

SPARQL Proxy
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1 4 Retrieve a full list of lds with Japanese and English labels. =
PREFIX rdfs: <http://www.w3.0rg/2000/01/rdf-schemaf>
PREFIX dcterms: <http://purl.org/de/terms/>

5 PREFIX owl: <http:/A org/2002/07 fow! >

SELECT STR(7id) AS 71D STR(7name)) A3 7Label_Ja STR(7nameE) AS 7Label En
FROM <http://nanbyodata. jp/ontology/nanda>
) WHERE
{
?s a owl:Class ;
determs: identifier ?id
OPTIONAL
?s rdfs: label TnameJ
E FILTER (lang(?name)) = "ja~

12348 bindings. — 1.2 sec.
(o] Label Ja

“0000001" BT

*0000002"

*1000001"  “JEEEHR"

*1100001" “THAE - AHEE" usi

“1100002"  “fSRER" olic

“1100003"  “FEAE - SSSERER" Skin and connective tissue disease
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European Bioinformatics Institute, Swiss Institute of Bioinformatics, and Protein Information Resource

)_I_b\_ Lj:\ % L7_. t L: [/ 7L:_ o reators UniProt Consortium
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The Universal Protein Resource (UniProt) is a comprehensive resource for protein sequence and annotation data. For the detailed information,
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* BioSamples
* Ensembl
* Rhea
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