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HIEAFI45 / LEERFirst Assembly (Hirakawa et al. 2014) ‘BEE#T’

Strawberry (Fragaria X ananassa) 1st assembly

-heterozygous +heterozygous
Single-end 2runs 1,379 Mb  2.0x
m Paired-end 3Kb 1run 242 Mb  0.3x
: = N . Paired-end 5Kb lrun 290 Mb  0.4x _
o Ty | Paired-end 8Kb lrun 272Mb  0.4x 5
emrered FLX Titanium . [ 20K Lrun  393Mb  0.6x NeWbIer % SOAPdenOVO
Cultivar: Reikou RNA-seq 1run
F. x ananassa F. X ananassa
llumina- - Pa:lred-end (73bp) 600bp 8lanes 17Gb 24.6x (FANhybrid_m _2) (FAN_H A )
iy —‘ Paired-end (101bp) 400bp 8lanes 33Gb 47.7x S
: equences 211,588 Sequences 625,966
Paired-end 101bp (S1) 346~403bp 3lanes 107 Gb 154.6x Total (bases) 173,229,572 Total (bases) 697,765,214
Paired-end 51bp 419bp 1lane  36Gb 52.0x Ave. (bases) 819 Ave. (bases) 1,115
Paired-end 290 bp 2lanes 68Gb 98.3x Max {baseS) 348 406 M b
= i : ; ax. (bases) 51,398
‘ Mate-pair (101 bp) 2Kb Llane  15Gb 21.7x N50 (bases) 5137 N50 (bases) 2,201
| DRA Accession: DRAQD1114 G+C% 38.4 G+C% 38.8
. IE F. iinumae PE 101bp 495 bp 2 lanes 71Gb
2 F. nipponica  PE 101bp 494 bp 2 lanes 72 Gb
Wild F. nubicola  PE 101bp 468 bp 2 lanes 74 Gb
splecies F. orientalis  PE 101bp 458 bb 2 lanes 75 Gb Py .
: bﬁ Fragaria x ananassa
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significant similarity to 34,809 £. vesca candidate genes by BLAT analysis #l4&: Rosaceae
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Isobe et al. (2013) DNA Res
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Fukuoka S6 Kaorino Sachinoka 06A-184  Beni hoppe Ookimi

=l L NER D
(6_cultivars)

FA: 4 plants <+— F B: 4 plants &—>»F ,C: 4 plants

Fl
(12 plants)

Mutual reciprocal crossing

Pl FHElLT
(48 plants) .

IC,: 16 plants from F.A  IC;: 16 plants fromF,B IC;: 16 plants from F,C

Poll1nat10n with mixed pollens from above-showed 48 1C, plants
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qFC2.1
qFCc1 qFC2.2 qFC7

FVES0380_305
& FVES3528 202
FVES1687_184

FVES0048 212

e A FVESO795_236 a FVES3232_239

Chr. 1
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