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SRX212650 STAT1 CD14+ monocytes
SRX831873 STAT5B CD8+ T cells
SRX212648 STAT1 CD14+ monocytes
SRX1023792 SPI1 Macrophages
SRX212649 STAT1 CD14+ monocytes
SRX831874 STAT5B CD8+ T cells
SRX092314 GATA3 Th1 cells
SRX831878 STAT5B CD8+ T cells
SRX1023791 SPI1 Macrophages
SRX831879 STAT5B CD8+ T cells
SRX1023790 SPI1 Macrophages
SRX831875 STAT5B CD8+ T cells
SRX150605 RELA GM12891
SRX627428 SPI1 Dendritic cells
SRX1089833 SPI1 HSCs
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