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UniProt RDF

eoe [+ < ) = www.uniprot.orgfuniprotkb, @& ¢ @] + O eoe M+ (< -3/ |2 rest.uniprot.org/uniprotkb/Q® < @ + O

<

UniPrd.t.} BLAST Align Peptidesearch IDmapping SPARQL  UniProtKB Search & @ & Help @base <http://purl.uniprot.org/uniprot/> .

@prefix annotation: <http://purl.uniprot.org/annotation/>

|Function = QgNYKl - TLR7_HUMAN @pref}x citation: <http: //purl.un%prot.org/c1tatlons/> .

] @prefix database: <http://purl.uniprot.org/database/> .
Names & Taxonomy Protein’ ‘ Toll-like receptor 7 Amino acids ‘ 1049 (go to sequence) @prefix dcterms: <http://purl.org/dc/terms/> .
Subcellular Location Gene! ‘ TLR7 Protein | Evidence at protein level @prefix disease: <http://purl.uniprot.org/diseases/>

i ) ) existence! @prefix ECO: <http://purl.obolibrary.org/obo/ECO_>
Disease & Variants smmi\ SUNIEEOKE EvCwed s it Amotation | &3 @prefix enzyme: <http://purl.uniprot.org/enzyme/> .
PTM/Processing Organismi | Homo sapiens (Human) scorel @prefix faldo: <http://biohackathon.org/resource/faldo#> .

@prefix foaf: <http://xmlns.com/foaf/0.1/> .
Expression @prefix go: <http://purl.obolibrary.org/obo/GO_> .
Entry Variant viewer [8) Feature viewer Genomic coordinates Publications External links History @prefix isoform: <http: / /purl . uniprot . org/isoforms /> .

interaction @prefix keyword: <http://purl.uniprot.org/keywords/> .
Structure & Tools + & Download & Add Addapublication Entry feedback @prefix location: <http://purl.uniprot.org/locations/> .
Family & Domains @prefix obo: <http://purl.obolibrary.org/obo/> .
Function' @prefix owl: <http://www.w3.0rg/2002/07/owl#> .
Sequence Endosomal receptor that plays a key role in innate and adaptive immunity (PubMed:14976261, PubMed:32433612). @prefJ..x pOSltlon : <httP 2/ /purl ¢ ':lnlprOt * org/pos:.t:.on/> *
Similar Proteins Controls host immune response against pathogens through recognition of uridine-containing single strand RNAs (ssRNAs) of viral @preflx pmeed : <http 2/ /Purl . unlprOt . org/pubmed/> .
origin or guanosine analogs (PubMed: 12738885, PubMed: 27742543, PubMed:31608988, PubMed:32706371, @prefix range: <http://purl.uniprot.org/range/> .
PubMed:35477763). @prefix rdf: <http://www.w3.0rg/1999/02/22-rdf-syntax-ns#> .
Upon binding to agonists, undergoes dimerization that brings TIR domains from the two molecules into direct contact, leading to @prefix rdfs: <http://www.w3.0rg/2000/01/rdf-schema#> .
the recruitment of TIR-containing downstream adapter MYD88 through homotypic Interaction (PubMed:27742543). @prefix skos: <http://www.w3.0rg/2004/02/skos/core#> .
In turn, the Myddosome signaling complex is formed involving IRAK4, IRAK1, TRAF 6, TRAF3 |eading to activation of downstream @pref ix taxon: <http: / /purl . uniprot .0org /taxonomy/> .
transcription factors NF-kappa-B and IRF7 to induce pro-inflammatory cytokines and interferons, respectively @pref ix tissue: <http . //purl . uniprot . org/tissues /> .

(PubMed:27742543, PubMed:32706371).

In plasmacytoid dendritic cells, RNASET2 endonuclease cooperates with PLD3 or PLD4 5->3' exonucleases to process RNA and
release 2',3"-cyclic guanosine monophosphate (2',3-cGMP) and cytidine-rich RNA fragments that occupy TLR7 ligand-binding
pockets and trigger a signaling-competent state ("8 Publications |

@prefix up: <http://purl.uniprot.org/core/> .
@prefix xsd: <http://www.w3.org/2001/XMLSchema#> .
<QI9NYK1> a up:Protein ;
up:reviewed true ;
Activity regulation! up:created "2002-01-31"""xsd:date ;
Activated by guanosine analogs including deoxyguanosine, 7-thia-8-oxoguanosine or 7-deazaguanosine in a RNA-independent up: modified "2025-06-18"""xsd:date ;
manner. Activated by imiquimod (PubMed:32706371). [ 4 Publications) up:version 208 ;
up:mnemonic "TLR7_HUMAN" ;

@ Feedback

Gene Ontology' E up:replaces <D1CS69> ,
<Q9NR98> ;
GOannotations  GO-CAM models (I up:?itaFion citation:11022119 ,
citation:11022120 ,
Gene Ontology (GO) annotations organized by slimming set. citation:19924287 !
e ek amreays - citation:12975309 ,
Slimming set: citation:15489334 ,
Animals and fungi (Opisthokonta) ~ ~ citation:l 2;3222 i ’
citation:1497 ’
= S citation:18250417 ,
& ,\LQ@" citation:27742543 ,
e o & & . é@ citation:31608988 ,
& o @ X $ S Se® citation:32433612
S S (\b\%‘ .\\\'\ & e ol & o & R : ’
8 ST & i SR Gl citation:38697119 ,
o & & °e,°\\\°@<:-° &%\&0 °\°°6"{‘¢$ «éé&@c £ RN RIS i ion:
& SRR R AFefelede™ o oQg\\@,%Q SRS T citation:32706371 ,
& REEELEINHACERNAE (AREE | SRS, (SFaposiae ; fon .
& ""t%\%‘\ R 03@@‘{\0\0%\69 o5 e%)féi\é o\\%‘\\ls\c&°§ 0\%\ e’o%(;'}\‘“‘ RN citation:35477763 ,
S Sy Sy citation:33432245 ;
0 o ‘ - rdfs:seeAlso <http://purl.uniprot.org/embl-cds/AAF60188.1> ,
<http://purl.uniprot.org/embl-cds/AAF78035.1> ,
Cell color Indicative of number of GO terms .
ASPECT TERM <http://purl.uniprot.org/embl-cds/AAZ99026.1> ,
<http://purl.uniprot.org/embl-cds/AAQ88659.1> ,
zszgf double-stranded RNA binding (™ Source:UniProtkB) (™ 1 Publication) <http://purl.uniprot.org/embl-cds/AAH33651.1> ,
<http://purl.uniprot.org/ccds/CCDS14151.1> ,
:T:::;::?r pattern recognition receptor activity z [ Source:GO_Central <http://purl.uniprot.org/refseq/NP_057646.1> ,

<httn://rdf .wwodb.ora/ndb/7CYN>

https://www.uniprot.org/uniprotkb/Q9NYKT1 /entry https://www.uniprot.org/uniprotkb/Q9NYK1 .ttl
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https://www.uniprot.org/uniprotkb/Q9NYK1.ttl

UniProt RDF

@base <http://purl.uniprot.org/uniprot/> .

@prefix up: <http://purl.uniprot.org/core/> .

@prefix xsd: <http://www.w3.org/2001/XMLSchema#> .
@prefix go: <http://purl.obolibrary.org/obo/GO > .
@prefix keyword: <http://purl.uniprot.org/keywords/> .

<Q9NYK1> a up:Protein ;
up:reviewed true ;
up:created "2002-01-31"""xsd:date ;
up:modified "2025-06-18"""xsd:date ;
up:version 208 ;
up:mnemonic "TLR7_ HUMAN" ;

up:classifiedWith keyword:2 ,
g£0:0005/37 ,
£0:0032009 |,
£0:0036020 |,

QIONYKT1DRDF Dk #:



BEHERICHITS A NOY—E &

. BEOERICH T BB E T DR EBRICES L IBOEED 2 &

- BRICEZAIF. YEOBEREZBEELULTREDLLHD, HHVWEHMBZ IV E21—FINEETES X
D IRRIICED T 2757

. >k TEETEELDIC) EVWSEHBANEINSD, AVE2 -7 707 S ATERZRWVWPT
T3, EE2RIFONBEZEXLGVLVDLE LG

Rt

HHO—> instance-of T©% Y

R=OY 25 T
=E7 = L |\S 7Y RK7)L—%— instance-of SUV
L5 L =257 YU —/N\5R 257w 773y  instance-of I=/\V
L L 7R5E [\
SUV . ’L‘"&/J_T”FE 27> instance-of L%V
L =)\ L SF/\&%

oo BHEZAYNOY—CEERIDHIET. =5
N S |
A2 A2 —0f 295 EWolcEKZIkS ERENEREICRD




RDF/OWLEES & 73 2 TDIF IR

ySIE:

RDF/OWLEE#: = I o b e EAH
rdf:type @A Dt (FrET 7 X) instance of aeC
rdfs:subClassOf = A DK is-a A cB
owl:equivalentClass EERY Z X A=B
owl:sameAs &A= — 4 a=>b




ERBERBHFOAY MO —

LIy

CRIERFICHEITEAY NOY—F EROBRERVPEYZENTOLR, KE. REXGLREOBZZ
- 7L, BRIEZARNICEEIMT 5728 DREE M,

nNsickh, 9% - EXOBEMBMBZ IV E 21— DNRZADFETHEG - RER - BT TS 5L DTS

(\

T4 NOY—DFERE & B4 H)
AN Ay hOyv—% Sl
EIn T RS Gene Ontology (GO) TEMIRRBIE, THOTFHERS) TS HSEETFikEex R

Disease Ontology (DO)
R E Mondo Disease Ontology (MONDO) KEZ EEBS CnE
Nanbyo Disease Ontology (NANDQO)

iR l| = Uberon b MOt OEY) BT B S (Uberon) . b h DfRsE]%
o Foundational Model of Anatomy (FMA) (FMA)
it fe A Cell Ontology (CL) MEELEEE (B : THRE. S4EFme)

oo | xz

RiR Environment Ontology (ENVO) ok, THIE, "TBAN) REDERIESH% M




SmBIZEDEA

I—=DIN—FITA K

BioPortal

e®oe®e [[]+v < @ app.api.myna.go.jp G C M + »

OBioPortal Ontologies Search Annotator Recommender Mappings Support ~

Welcome to BioPortal, the world's most comprehensive repository of biomedical
ontologies

Search for a class Find an ontology

Enter a class, e.g. Melanoma @ Start typing ontology name, then choose from lis @
Advanced search Browse ontologies v

Ontology visits (May 2025) Statistics
SNOMEDET Ontologies m
MEDDRA
Classes 17,738,083
RXNORM

NOOF Properties 36,286
el Mappings 93,083,465

More
PRODUCTS SUPPORT ABOUT CONNECT
BioPortal Contact Us About Us f L 4 O
BioPortal REST API Documentation Mission & Vision
BioPortal Virtual Appliance NCBO Wiki Team
NCBO Web Widgets Projects

The National Center for Biomedical Ontology was founded as one of the National Centers for Biomedical Computing,
supported by the National Human Genome Research Institute, the National Heart Lung Blood Institute, and the NIH Common
Fund under grant U54-HG004028. The resource is now supported in part by grant 5U24-GM143402 from the National
Institute of General Medical Sciences.

BioPortal is free and open to all users, with no login required.
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https://bioportal.bioontology.org/
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h OBO Foundry

eo®oe {] v < =l obofoundry.org

Open Biological and Biomedical Ontology Foundry

About ¥ Principles ¥ Ontologies ¥ Citation ~ Participate ¥ Newsletter v

R C

FAQ

OBO Foundry

M+

Community development of interoperable ontologies for the biological

sciences

Learn about OBO best practices and community resources

e OBO Foundry principles

Participate

e Code of Conduct

* Join the OBO mailing list and the OBO Community Slack worksp

e QOBO Foundry Operations a Working Group

® Submit bug reports suggestions for improvement via GitHub

e Submit your ontology to be conside f nclusion in th )BO Foundry
OBO Library: find, use, and contribute to community ontologies

Download table as: [ YAML | JSON-LD | RDF/Turtle ]

Search Table

Search table .

© Hide Obsolete

Ontology Domains: @ Group By Domain Hide Inactive
s
Upper
ID A~ Title ~ Description Quick Access
ro Relation Ontology Relationship types shared across

multiple ontologies

bfo Basic Formal The upper level ontology upon which ' Ta) I AL I ® I ) I

Ontology OBO Foundry ontologies are built.

cob Core Ontology for COB brings together key terms from a

0oBO

Principles

A Social

[ # oc JWa surs 95

JEN = BEEE
[EEa—

43
Biology and wide range of OBO projects to improve
Biomedicine interoperability.
Health
ID ~ Title ~ Description Quick Access OBO Principles ~ Social
apollo_sv Apollo An OWL2 ontology of [Q I ! l o |, ) | T ]] : Qs 11
Structured phenomena in @)= |
Vocabulary infectious disease

epidemiology and
population biology for

use in enidamic

https://obofoundry.org/

»
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HE{E (federation)
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The RDF Portal provides a collection of life science datasets in RDF
(Resource Description Framework). The portal aims to accelerate
integrative utilization of the heterogeneous datasets deposited by various

. BRATERSNIERRET —IN—XDRDF7T—% HYX

EhTnsg : qeg
1 60 billion triples

. RDFIR—% I TCT=EB &,
. RDFF—% 0% o >O—R - W

summary, downloadable files and a SPARQL endpoint.

Datasets Statistics Statistics

. SPARQLTY RRA Y MW T 21%FK o et ol
FELGAEMBIERDFT—hMEESINTWS sate

Detailed information of RDF datasets with download links and a SPARQL
endpoint

RDF Portal © 2015DBCLS / Site policy

https://rdfportal.org



https://rdfportal.org

RDF portal D7—~t v b

Dataset Major topic Description #triples Dataset Major topic Description #
UniProt Protein Comprehensive resource for protein sequence and annotation data 54,381,877,065 PubCaseFinder RDF Disease Disease-Phenotype associations and Gene-Phenotype associations 16,3
DDBJ Gene Semantic Representation of DDBJ Annotated Sequence Records 39,5674,632,446  PGDBj Ortholog database RDF Gene Plant ortholog 13,6
wwPDB/RDF Protein structure Translation of PDBx/PDBML data into RDF. 16,203,298,274 ChEBI Compound Reference chemical structures, nomenclature and ontological classification 6,8
PubChem Compound Open chemistry database 15,277,890,568 Dataset of WURCS-RDF Glycan Dataset of glycan structures described by WURCS 6,2
DBKERO RDF Omics Multi-omics data sets including SNV, RNA-seq, ChIP-seq, BS-seq and TSS-seq 11,198,913,244 KNApSAcK RDF Compound RDFized dataset in the KNApSAcK family database 3,7
TogolD RDF Metadata Links between database identifiers. 7,770,732,116  GlyTouCan Glycan International glycan structure repository. 1,7
Open TG-GATEs Transcriptome Public toxicogenomics database 6,800,384,609 Rhea Reaction A expert-curated knowledgebase of chemical and transport reactions of biological interest 1,6
PubMed Literature Biomedical literature from MEDLINE, life science journals, and online books 2,531,937,601 HomoloGene RDF Gene Translation of NCBI HomoloGene data into RDF. 1,5
MBGD RDF Gene Microbial Genome Database for Comparative Analysis 1,609,018,143 HGNC Gene A resource for approved human gene nomenclature 1,3
ClinVar Variation Relationships between medically important variants and phenotypes 1,247,658,822 Metadata of JCM resources Bioresorce meta-database of microbial strains in Riken JCM 1,1
PubTator Central Literature Automatic annotations of biomedical concepts in PubMed and PMC articles. 1,107,708,438 Datase fo NBRC bioresource Bioresorce Microbes which are maintained, managed and provided from NBRC 8
ChEMBL Bioassay Bioactive molecules with drug-like properties 671,767,450 NLM Catalog Literature NLM bibliographic data for journals, books, and other materials. 2
BMRB/RDF Protein structure Translation of NMR-STAR data into RDF 643,511,337 Integbio Dabase Catalog/RDF Metadata A translation of Integbio Database Catalog data into RDF 1
Linked ICGC Dataset Transcriptome Small chemical compounds for drug screening on computer docking studies 577,082,774 Dataset of NARO Genebank Gene Microbes which are maintained, managed and provided from Genebank Project, NARO 1
NBDC NikkajiRDF Comopund Japan Chemical Substance Dictionary (Nikkaji) 344,246,952 PAConto Disease Pathogen Adherence to Carbohydrate Database

LigandBox Compound Small chemical compounds for drug screening on computer docking studies 283,928,849 SSBD Images Meta-information of quantitative data and microscopy images

JPOST database RDF Proteome Re-analyzed proteome dataset in the jPOST project 239,817,763 GGDonto Disease Genetic Diseases related to the Glycan Metabolism

MedGen Disease Information related to human medical genetics 126,664,418  GlycoEpitope Glycan Carbohydrate antigens and antibodies

RefEx RDF Transcriptome Gene expresson dataset derived from CAGE and GeneChip 123,447,475 NANDO Disease controlled vocabulary for intractable and rare diseases

Quanto Metadata Sequencing quality of public high-throughput sequencing data 107,782,639  Polyinfo BDG_S, ID definition Polymer Definition of biodegradation IDs and linking schemas for synthetic polymers.

DisGeNET RDF Disease A collection of genes and variants associated to human diseases 88,379,594  Nucleic Acid Drug Database Drug Nucleic acid drugs known as biopharmaceuticals

GTDB Taxonomy Genome taxonomy database 48,602,301 in progress

GWAS catalog Genome A catalog of human genome-wide association studies 21,344,103 Ensembl Gene Automatic annotations of eukaryotic genomes

FAMSBASE GPCR Protein structure Predicted protein structures of GPCR 21,297,786  BioSample Bioresorce Biological source materials used in experimental assays



RDF portal DY Kk > b

TogolD, MBGD, Linked ICGC, Nikkaji, LigandBox, JPOST, RefEx, Quanto,
DisGeNET, FMASBASE, PubCaseFinder, PGDBj, WURCS, KNApSAcK, GlyTouCan,

Primary nhitps://rdiportal.org/primary/spard HomoloGene, HGNC, JCM, NBRC, NARO Genebank, PAConto, SSBD, NANDO,
GlycoEpitope, Polyinfo, NADD, GTDB

DDBJ https://rdfportal.org/ddbj/sparql DDBJ

DBKERO https://rdfportal.org/kero/sparql DBKERO

PDB https://rdfportal.org/pdb/sparql wwPDB, BMRB

SIB https://rdfportal.org/sib/sparqgl UniProt, Rhea,

EBI https://rdfportal.org/ebi/sparqgl Ensembl, ChEBI, ChEMBL, GWAS-catalog

NCBI https://rdfportal.org/ncbi/sparql PubMed, MeSH, ClinVar, MedGen, PubTator, NLM catalog, BioSample

PubChem https://rdfportal.org/pubchem/sparq| PubChem



SPARQL#!

PREFIX
PREFIX
PREFIX
PREFIX
PREFIX

SELECT

WHERE {

up: <http://purl.uniprot.org/core/>

taxon: <http://purl.uniprot.org/taxonomy/>
go: <http://purl.obolibrary.org/obo/GO_>

rh: <http://rdf.rhea-db.org/>

rdfs: <http://www.w3.0rg/2000/01/rdf-schema#>

DISTINCT ?protein ?mnemonic ?rheaURI ?rhealabel

?’protein a up:Protein ;

up:organism taxon:9606 ;
up:classifiedWith go:0030424 ;
up:mnemonic ?mnemonic ;
up:annotation ?annot .

?annot  a up:Catalytic Activity Annotation ;

up:catalyticActivity ?catAct .

?catAct up:catalyzedReaction ?rheaURI .
?’rheaURI rdfs:label ?rhealabel .

¥

LIMIT 10

UniProt & RheaND#E&2o7 T

https://rdfportal.org/sib/spargl

eoe0 [{] - (<

S

O

THERITCTEZ

rdfportal.org/sib/spargl & C, ©) @] + [E] »

SPARQL Proxy

[T () (table )

WHERE
?protein a up:Protein
lp:organlism taxXc

PREFIX up: <http://purl.uniprot.org/core/>

:9606
fiedWith go: Of

)30424

1p:mnemonic ?mnemonic
1p:annotation ?annot
7annot a up:Catalytic Activity Annotation
up:catalyticActivity
?2catAct up:catalyzedReaction
?rheaURI rdfs:label ?rhealLabel

?catAct
?rheaURI

PREFIX taxon: <http://purl.uniprot.org/taxonomy/>
PREFIX go: <http://purl.obolibrary.org/obo/GO_>

PREFIX rh: <http://rdf.rhea-db.org/>
PREFIX rdfs: <http://www.w3.0rg/2000/01/rdf-schema#>

SELECT DISTINCT ?protein ?mnemonic ?rheaURI ?rheaLabel

LIMIT 10
Vz
D
Run Query (Ctrl+Enter)
[ 10 bindings. 0.1 sec. ]
protein mnemonic rheaURI rhealLabel
"ATP + L-t I- tein] = ADP + H O-ph ho-L-t |-
http://purl.uniprot.org/uniprot/P14616 "INSRR_HUMAN" rh:10596 + yrosyl-[protein] i) C e yrosy
[protein]"
http://purl.uniprot.org/uniprot/P45985 "MP2K4_HUMAN" rh:46608 ATPf L-threonyl-[protein] = ADP + H(+) + O-phospho-L-threonyl-
[protein]"
http://purl.uniprot.org/uniprot/P45985 "MP2K4_HUMAN" rh:10596 [s:oze:n?tymsyl'[pmtem] St Al R SRS S, E
http://purl.uniprot.org/uniprot/P60709  "ACTB_HUMAN"  rh:13065 "ATP + H20 = ADP + H(+) + phosphate"

http://purl.uniprot.org/uniprot/P45985

http://purl.uniprot.org/uniprot/Q6SZW1
http://purl.uniprot.org/uniprot/Q6SZW1
http://purl.uniprot.org/uniprot/Q6SZW1
http://purl.uniprot.org/uniprot/AGNNNS8
http://purl.uniprot.org/uniprot/AGNNN8

"MP2K4_HUMAN"
"SARMT_HUMAN"
"SARMT_HUMAN"
"SARM1_HUMAN"
"S38A8_HUMAN"
"S38A8_HUMAN"

rh:17989
rh:19849
rh:38611
rh:16301
rh:32143
rh:66332

"ATP + L-seryl-[protein] = ADP + H(+) + O-phospho-L-seryl-[protein]"
"H20 + NADP(+) = ADP-D-ribose 2'-phosphate + H(+) + nicotinamide"
"NAD(+) = cyclic ADP-beta-D-ribose + H(+) + nicotinamide"

"H20 + NAD(+) = ADP-D-ribose + H(+) + nicotinamide"

"L-arginine(in) = L-arginine(out)"

"L-aspartate(out) = L-aspartate(in)"

EE
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