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o E1THI: k=2, L=0 (x;= 0.0 ~ 0.5:a, ~ 1.0:b)
83,154 classes (34,533 multi and 48,621 single data classes).
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o Y—RAOA—FZ#BEAL TULYET (http://domserv.lab.tuat.ac.jp/ebina.html)

RVSB Manual RVSB: Representative Vector Selection

RSB (Representative Vector Selection using BOOL) is Ftware f detacting representative vectors from a given vector set.

[This method requires < 1 min for a search of the represen t tives from about dimensional vectors > USi ng BO O L

Source code

IThe source code is available at the following location
RSB source code

I Installation | /A Faﬁ |:|:| @\y_}[/ :

Download the source code at http//domservlabtuatac jp/RVSBtarg
Fxtract the compressed file as

* BOOLDOFZBE/N\FA—HFERTOT S L

N — e BOOLIZ&EBISRAYLY & HREARY

? Setting RVSB

- Il. I I O N —
IAdd the following environment variable to bashrc (or cshre) F ) L IE ; D ; J A

R\VSB_DIR=¢(RVSB dir with full directory name>

- « RRAIMLDSUOMIT TEE GT—

if your RVSE directory is /home/user/RVSB, add the following sentence

- O N —
lexport RVSB_DIR=/home/user/RVSB 9 @ IE ﬁ : D '; 7 A

or
RVSB_DIR=/home/user/RVSB

A—HYHIERLIZEEDARIRLT—RIZDOWT, V5 RZ) T D=8 D iz N T A
—BDRE~KERT—FOHFENANEREICEOER (~18) TARIZGYET,
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