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Zc3h12a is an RNase essential for controlling immune
responses by regulating mRNA decay
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A single polymorphic amino acid on Taxoplasma gondii kinase ROP16
determines the direct and strain-specific activation of Stat3

SeSAW correctly distinguished between dual specific (Ser/Thr or Tyr)
and Ser/Thr-specific Kinases based on our 20% ID homology model. In
contrast, sequence alignment alone indicated only Ser/Thr Kkinase hits.
We also modeled the polymorphic position 503 which has been shown
to affect the virulence of 7. gondii and showed that it sits beneath the
predicted substrate binding cavity, leading to characteristic changes in
shape and electrostatic potential.
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