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v >FT14v Y - 0x7: RDF &l

e RDF: Resource Description Framework

o F5& (Subject) - 755 (Predicate) - HHJEE (Object) 5718357 —F ETIL

e« FEE-E/DID (URI) RDFD Y )L
o MEE - AV MNAOY—TEEINTZEMH (URI) O L) D
. HIZE - BIOTE / DID(URI) F/oid & (literal) <URI>  <URI> <URI>/literal

e« DEXD RDF IFIEEICY YV TIGBT—IER

e <http://genome.db/genel> rdf:type s0:0000704 . ROFD 57
<http://genome.db/gene1> rdfs:label "APOE” . 5 Qe
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e SPARQL: SPARQL Protocol and RDF Query Language
RDFD T 7

« RDF Z18%R T 21 DIEHEEE _y iteraD
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SELECT ?gene ’name ?drug ‘effect L @ed / \ l > @D ﬂURI
WHERE { el W T A -

?gene rdf:type 50:0000704 . K - __)-)C

?2gene rdfs:label  ?name . =y ¢

’gene :dose 2drug . k l ’

2drug :has_effect Z?effect . 4 K -
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e LinkDB: REPRKFETHREINTWBA Y VY I7BHROT—INR—R

PubMed

e & _ s FOK ) B

DBGET Databases e
LigandBox edlinePlus
BioSystems , KEGG \ s
UMBBD LITDB DrugBank
Pathway Disease chemaL | DallyMed
TC ProsDoc Brite SIDER
Environ Dru KNApSACK
coe PROSITE Module g -
LipidBank HSDB
CAZy Pfam
TAX Genome  Orthology Reaction  Compound AAindex LIPIDMAPS | HMDB
Probom PubChem MassBank
Genes oc Enzyme Glycan CarbBank
SMART BLOCKS ChEBI Nikkaji
PRINTS k EXPRESSION RPair RClass T
PDB-CCD
EPD GlycomeDB
\ RefSeq  UniProt PRF  PDBSTR - PDB / IMET | JcocDe
UMBEBD-RN
InterPro Ensembl  INSDC  NCBI-GENE UniGene  HGNC
SABIO-RK
\ BioProject  >50 Genome Databases Nagahama SCOP BRENDA ExplorEnz IUBMB  EXPaSy /

http://www.genome.jp/linkdb/
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e KEGG ZE UL ERANDERA % DB DY) V718 %Z RDF THHISHIEEIC

/& LinkDB
€ C [ www.genome.jp/linkdb/ | & B o =
| PubMed | o

Pathway Disease

Brite 7 // —
Module/ Environ [{ Drug

m\ Genome | | Orthol / Compound
\ : ogy Reaction gl
Genes ocC Enzyme H Glycan |
/# KEGGD & MEEFID U>oDEA7 O FEDIRRA T 41D )

<http://www.genome.jp/linkdb/original> <http://www.kegg.jp/entry/hsa04610> .

<http://www.kegg.jp/entry/hsa:9> <http://www.genome.jp/linkdb/original> <http://www.kegg.jp/entry/hsa00232> .
<http://www.kegg.jp/entry/hsa:9> <http://www.genome.jp/linkdb/original> <http://www.kegg.jp/entry/hsaf0983> .

Bl : 2TOE MEIEFOSINAT TAADY) VI 1EHRZRDF (N-triple) e TY U y

<http://www.kegg.jp/entry/hsa:2>

Click database names to download link information between two databases V

from | Organism | hsa to Pathway in | n-triple * | format | pownload
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e Galaxy - Vx 7 LT —o70—%BE - K795 I7VU—Y T b0 7
e DBCLS THMBICHEIR U b D Z 1M hitp://galaxy.dbcls.jp/
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Pardon our mess: Galaxy has been underperforming and out of shape, but radical improvements are on the way in the next few weeks.

v=N Workflow Canvas | imported: metagenomic analysis

search tools
Input dataset 2

output

Input dataset =

output

Select high quality segments 3¢
Reads
Quality scores

output] (fasta)

Megablast 8

FASTA-to-Tabular 3¢

Convert these
sequences

output (tabular)

Add column
L) Megablast 3
to Dataset
Compar

ese sequ

out_filel "
outputl (tabular)

Tabular-t0-FASTA 3¢
Tab-delimited file

output (fasta)

Concatenate datasets 3¢

Concatenate Dataset

out_filel

Join two Datasets

Filter

Filter

=

out_filel

Find lowest diagnostic rank 3¢
for taxonomy dataset

out_filel (taxonomy) ™

# | Deails
Edit Workflow Attributes

Name:
imported: metagenomic analysis

Tags:

.

pply tags to make it easy to search
for and find items with the same tag.

Annotation / Notes:

Generic workflow for performing a
metagenomic analysis on NGS data.
Add an annotation or notes to a
workflow; annotations are available

Draw phylogeny &8 when a workflow Is viewed.

Draw phylogram for

out_filel (pdf) ®

Summarize taxonomy %

Summarize taxonomic representation
for

out_filel (tabulan) .

Fetch taxonomic representation 3¢
Show taxonomic representation for
out_filel (taxonomy)

Compute sequence length $3

Compute length for these
sequences

output (tabular)
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e DBCLS Galaxy DS V7T VYD /A5 = ZF—EDIAFEEZIG
e DI VINVBEEFEEDHSNTVWBILEME LTI 7IVEZIRE

<, Galaxy

C' | [1 galaxy.dbcls.jp/root?workflow_id=c34129969476e859

V=

search tools Q)

Get Data

Upload File from your computer
DBCLS GGGENOME

GGGenome Ultrafast sequence
search

GGGenome with History Ultrafast
sequence search

SADI SUPPORT TOOLS

Preparation for AutoDock generate
AutoDock Input File

DBCLS TOGOWS TOOLS

TogoWs Search search with a
direct-input query

TogoWs Search with History
search with a query from history
pane

TogoW! Val f a Given Fiel
get the value of a given field for a
selected ID

DBCLS TEXT MINING TOOLS

OReFilL Search OReFiL search with
a direct-input query

OReFiL Search with History OReFiL
search with a query from a history

pane

Gendoo Gene-to-PMIDs-to-MeSH
terms relation table.

Gendoo Table Gene/MeSH relation
table on PMID

DBCLS DBSEARCH TOOLS
DBSearch Main #E#R#EY —IL

F—S Wi

Structure ID  2BAT

Chain ID [m\ A ] Chi

Select chain

Ligand [ equire SMILES format. ex) guu] Ligi

Q Find similar compounds

Submit

What it does

This tool generates input data for a docking tool AutoDock from a tal

How to use

1. Target protein

Input the PDB ID of a target protein into a text field of “Structure ID"
field of “Chain ID” . You can use 3D viewer to select a chain if you g

2. Ligand

Input ligand information in the SMILES format into a text field of “Lig|
clicking the 'Find similar compounds' button, you can obtain a list of
compounds from the list using checkbox for each compound.

3. Generation of Input Data for AutoDock
Click the “Submit” button, then an input data for AutoDock will be gé

Upload File from your computer
DBCLS GGGENOME

= GGGenome Ultrafast sequence

search

GGGenome with History Ultrafast
sequence search

SADI SUPPORT TOOLS

Preparation for AutoDock generate
AutoDock Input File

DBCLS TOGOWS TOOLS

TogoWs Search search with a
direct-input query

= TogoWs Search with History

search with a query from history
pane

TogoW: | f iven Fiel
get the value of a given field for a
selected ID

DBCLS TEXT MINING TOOLS

OReFiL Search OReFiL search with
a direct-input query

OReFiL Search with History OReFiL
search with a query from a history
pane

Gendoo Gene-to-PMIDs-to-MeSH
terms relation table.

Gendoo Table Gene/MeSH relation
table on PMID

DBCLS DBSEARCH TOOLS
DBSearch Main #E#R#EY —L

1¢]

=3 Galaxy
‘ [ ] C' | [1 galaxy.dbcls.jp/root?workflow_id=c34129969476e859 w8 '& 9 =
Galaxy
v=Ib
search tools ()]
Get Data

Select Chain ID A
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RAKRZFD simcomp Y—ERX T 7IVEDFELLEY ZIRTE
o /M7 —ELHELULEYERDFF—% & UTCBRCITESS

=% Galaxy
€ C' [ galaxy.dbcls.jp/root?workflow_id=c34129969476e859 o @ B 9 =
o Structure ID 2BAT /4 5 E :9‘—-80)1"”**%1‘%%;5%
search tools [x)
Get Data ChainlD A

Upload File from your computer
DBCLS GGGENOME Select chain

2 7 IV E DS ZSMILESTIEE

GGGenome Ultrafast sequence
search Ligand CC(=O)N[C@@H]1[Ca@@H)(O)C[C

GGGenome with History Ultrafast

sequence search

Q Find similar compounds
FHARF DRFREUE SRR Z R1T
Preparation for AutoDock generate E\ A zIs ﬁ

—

AutoDock Input File Compound Name DrugID Score SMILES
DBCLS TOGOWS TOOLS o
= TogoWs Search search with a C00270 N-Acetylneuraminate - 1.00  CC(=0)NC1C(CC(OC1C(C(CO)0)0)(C(=0)0)0)O
direct-input query
= TogoWS Search with History C19910 N-Acetyl-beta- - 1.00  CC(=0)NC1C(CC(OC1C(C(CO)0)0)(C(=0)0)0)0
search with a query from history neuraminate
pane C06241 N-Acetylneuraminate 8- - 0.83 CC(=0)NC1C(CC(OC1C(C(COP(=0)(0)0)0)0) ¥, \ O = Be
= TogoWs Get Value of a Given Field phosphate (C(=0)0)0)0 *Eﬂ;{{ b = % 0) E'I'% ﬁ%_ =N
get the value of a given field for a
selected ID & C02713 N-Acetylmuramate - 0.81 CC(C(=0)0)OC1C(C(OC(C10)CO)O)NC(=0)C
DBCLS TEXT MINING TOOLS
I — . C20418 N,N'- - 0.75  CC(C(C1C(C(CC(O1)
L (4l earc eFiL search witl " i =
Yalrec i direct-Input query Diacetyllegionaminate (C(=0)0)0)0)NC(=0)C)NC(=0)C)O
* OReFiL Search with History OReFiL C20082 Pseudaminic acid - 0.756  CC(C(C1C(C(CC(O1)
::vecn with a query from a history (C(=0)0)0)O)NC(=0)C)NC(=0)C)0
= Gendoo Gene-to-PMIDs-to-MeSH @ Co08095 Zanamivir D00%02 0.73 CC(=0)NC1C(C=C(OC1C(C(CO)O)0)C(=0)O)N=C(N)N
terms relation table.
= Gendoo Table Gene/MeSH relation C03525 O-Acetylneuraminic acid - 0.73  CC(=0)OCC(C(C1C(C(CC(O1)(C(=0)0)0)O)N)O)O

table on PMID

DBCLS DBSEARCH TOOLS

s CBRCOY—E RITRDFT— ¥ Zi%(E




DBCLS+RK+CBRCEMETD T —7 7 O—1EEH

e CBRC M AutoDock H—EAXTRvYXx>YJ

o fERZRDF THUS - AIfR(L

<, Galaxy

€ ->C
~_ Galaxy

V=

= OReFilL Search with History OReFiL
search with a query from a history
pane

Gendoo Gene-to-PMIDs-to-MeSH
terms relation table.

Gendoo Table Gene/MeSH relation
table on PMID

DBCLS DBSEARCH TOOLS

DBSearch Main fRER#EY —)L

DBCLS TOGO SEARCH TOOLS
USING RDF

TogoTable TogoTable: AR T
— 7R

SEMANTIC WEB TOOLS

Freebase Instance Table gets
instances from Freebase.

Freebase MQL Query gets RDF
graphs from Freebase by using
MaL.

SPARQL Query Tool gets RDF
graphs by using SPARQL.

SADI GET gets input and output of
the service corresponding to SADI.

SADI POST gets outputs of SADI
service.

TOOLS OF ORIGINAL GALAXY

UCSC Main table browser

UCSC Test table browser

UCSC Archaea table browser

BX table browser

EBI SRA ENA SRA

= GCet Microbial Data

<

] galaxy.dbcls.jp/root?workflow_id=c34129969476e859

F— SR . - -

<rdf:RDF xmlns:cbrc="http://togo.cbrc. jp/ontologies/cbreswo
xmlns:rdf="http://www.w3.0rg/1999/02/22-rdf-syntax-ns#"

xmlns:sio="http://semanticscience.org/resource/'><cbrc:Autol
rdf:about="http://togo.cbrc. jp/ontologies/autodock. rdf#22"' >

<cbrc:PdbFormatStructureModel><sio:SI0_000300>ATOM 11
1.00 46.67 N

ATOM 2 CA VAL A 82 78.442 78.998 33.594 1.0l
ATOM 3 C VALA 82 79.558 79.832 33.006 1.0l
ATOM 4 0 VALA 8 80.351 79.289 32.234 1.0
ATOM 5 (B VAL A 82 78.919 78.106 34.733 1.0l
ATOM 6 CGl1 VAL A 82 79.274 78.906 35.964 1.0l
ATOM 7 CGZ VAL A 82 77.771 77.206 35.137 1.0l
ATOM 8 N GLUA 83 79.621 81.091 33.411 1.0
ATOM 9 CA GLUA 83 80.563 82.058 32.904 1.0
ATOM 10 C GLUA 83 81.111 82.824 34.e75 1.0l
ATOM 11 0 GW A 83 80.550 82.776 35.170 1.0l
ATOM 12 (B GLUA 83 79.734 B82.846 32.002 1.0|
ATOM 13 (G GLU A 83 80.201 83.932 31.107 1.0l
ATOM 14 (D GLU A 83 79.049 84.129 30.124 1.0
ATOM 15 O0E1 GLU A 83 77.974 84.621 30.518 1.0
ATOM 16 OEZ GLU A 83 79.229 83.733 28.965 1.0l
ATOM 17 N TYRA 84 82.201 83.532 33.850 1.0
ATOM 18 CA TYRA 84 82.815 84.288 34.910 1.0
ATOM 19 C TYRA 84 82.135 B85.627 35.167 1.0l
ATOM 20 0 TYRA 84 81.645 86.303 34.249 1.0/
ATOM 21 (B TYRA 84 84.234 84.504 34.537 1.0l
ATOM 22 (G TYRA 84 85.172 83.337 34.698 1.0
ATOM 23 (D1 TYRA 84 85.301 B82.6990 35.907 1.0
ATOM 24 (D2 TYR A 84 85.984 83.012 33.652 1.0l
ATOM 25 CE1TYRA 84 86.263 81.733 36.979 1.0
ATOM 26 CE2 TYR A 84 86.946 82.051 33.824 1.0(
ATOM 27 CZ TYRA 84 87.077 81.432 35.e32 1.0l
ATOM 28 OH TYRA 84 88.076 80@.513 35.185 1.0l
ATOM 29 N ARG A 85 82.095 86.024 36.434 1.0
ATOM 30 CA ARG A 85 81.491 B87.287 36.781 1.0
ATOM 31 C ARGA 85 82.446 88.354 36.323 1.0
ATOM 32 0 ARGA 85 83.655 88.228 36.553 1.0
ATOM 33 (B ARG A 85 81.287 87.450 38.283 1.0l
ATOM 34 CG ARG A 85 80.186 86.537 38.739 1.0
ATOM 35 (D ARG A 85 79.413 86.911 39.986 1.00
ATOM 36 NE ARG A 85 80.124 86.706 41.219 1.00
ATOM 37 CZ ARG A 85 79.478 86.779 42.386 1.00
ATOM 38 NH1 ARG A 85 78.182 B87.042 42.439 1.00
ATOM 39 NHZ ARG A 85 80.139 86.601 43.539 1.00
ATOM 49 N ASN A 86 81.987 89.350 35.573 1.00

= Galaxy

« c
=~ Galaxy

V=

OReFiL Search with History OReFiL
search with a query from a history
pane

Gendoo Gene-to-PMIDs-to-MeSH
terms relation table.

= Gendoo Table Gene/MeSH relation
table on PMID

DBCLS DBSEARCH TOOLS
DBSearch Main fE#R#EY —IL

DBCLS TOGO SEARCH TOOLS
USING RDF

TogoTable TogoTable: AR T
—7ILRR

SEMANTIC WEB TOOLS

Ereebase Instance Table gets
instances from Freebase.

Freebase MQL Query gets RDF
graphs from Freebase by using
MQL.

SPARQL Query Tool gets RDF
graphs by using SPARQL.

SADI GET gets input and output of
the service corresponding to SADI.

SADI POST gets outputs of SADI
service.

TOOLS OF ORIGINAL GALAXY

UCSC Main table browser

UCSC Test table browser

UCSC Archaea table browser

BX table browser

EBI SRA ENA SRA
= Get Microbial Data

<
18.89
17.28
17.52
16.83
17.09
29.67

zzznzAn

) galaxy.dbcls.jp/root?workflow_id=c34129969476e859

F X

EARY— 6

75 Wi

Unnamed history
537.6 KB

2: SADI POST on data 1
3,745 lines

format: rdf, database: 2
HO0

Discover SADI service (test)
Display AutoDock result (dev)

®0R

<rdf:RDF

xmins: rdf="http://www.w3.0rg/1999/02/2
xmlns:sio="http://semanticscience.org/
xmlns:cbre="http://togo.cbre. jp/ontole
<cbre:AutoDockOutput rdf:about="http:/
<510:510_000229>

1: Preparation for AutoDock ® (J %
3,170 lines
format: rdf, database: 2

HO0
Discover SADI service !IES([

<rdf:RDF xmlns:cbrc="http://togo.cbrc.

10_008238><cbrc:PdbFormatStructureMode

ATOM 2 CA VAL A B2 78.442
Compound Energy score ATOM 3 C VALA B2 79.558
ATOM 4 0 VAL A B2 80.351
N-Acetylneuraminate -4.86  Display | sron o WA B 78,919
Zanamivir A -4.46 [ Display |
N-Acetylm
N-Acetyl S w S 'Sy = l/_ N > 0) ==
v I\ Y JvIa ¥~ 3 /Wi
N-Acetyl
2 sap >
» f— — A3 —
CBRCODY—E RICRDFF— 4 Z3X(E
<
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BioHackathon2013

o - ERHFAESE BioHackathon DRIEN i
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biohackathon
Semantic interoperability and standardization

of bioinformatics data and Web services

2013

Twitter #biohack13

Mailing list http://groups.google.com/group/biohackathon



BioHackathon2013

BioHackathon - EfZR B S

oMol

« ERNDRBELNILODBRAEEDNSE. 1 ERHICOISGESHZHE
- ERRBIEEITZ VT T —ERPEI VT 1 v T - 1 T OB KINEIR
« WEEAL TV KIS RE%Z T D5 CRR

BioHackathon Happy hacking!
= bio + hack + marathon ‘/
= bioinformatics coding camp
= emergence of
new ideas,

new technologies,
and a community




http://2013.biohackathon.org

BioHackathon 2013 - 56[5] NBDC/DBCLS BioHackathon

e BioHackathon 2008 in Tokyo
e http://hackathon.dbcls.jp
o Web Services DIZ#E{L & tH A ERRE

e BioHackathon 2009 in Okinawa
o http://hackathon2.dbcls.jp
« Web Services IC KBt 7—2 7O —1EE

e BioHackathon 2010 in Tokyo
o http://hackathon3.dbcls.jp
« Semantic Web IC K 2 EmBIZDRBS

e BioHackathon 2011 in Kyoto
e http://2011.biohackathon.org
o E@MRBIZE D Linked Data ZER T 5 12 6 DHEATF R

e BioHackathon 2012 in Toyama
e http://2012.biohackathon.org
« Semantic Web ZHMAUICEMBIZD 7 7T T—2 3 VHEFE

eeeeeeeeee




BioHackathon2013

Web Services Hh*5 Semantic Web N\

oMol

2008 - 2009

= o PO SR
=

DB
DB
Web Services!
"B g - :
- INY Y VS nE
DB
DB

2010 - 2013 DBO YT VY A EHEMICERT 3ICiE ?
DB
DB Semantic Web!
DB /
=~ TN\ AV VUESmE
DB
DB

DB
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Q) BioPortal

Prdt
—HNR—2R

UniProt, Reactome,
Glycoinformatics etc.

BioHackathon2013

oMol
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Semantic interoperability and standardization of bioinformatics data and Web services
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BioHackathon2013

oMol

e BRBDT—HINR—=ATEIVT 1YY « U TWIHHINE
o Identifiers.org ¥ BioPortal 78 EHED URI/A > b OY— FIHD{RE

e UniProt/DDBJ £

~— RDF data

Domain specific models
Genome and proteome data
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Text processing
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[EINAR BioHackathon & SPARQLthon

» EIAkR BioHackathon - EFfIR TR SN R ZENDREEEICHET

e BH10.10, BH11.11, BH12.12 & 35Ffilkize. BH13.13[ZRD1AICFE
« BRBETEROYU Y —RICOVWTERULBHRHEETES XU Y b

e SPARQLthon - S 7Y A LY RAF—IR—AFEHETEDHEE
e« 2012F10BANSSHD h—O—0HICHEIFTTA1BITEH12[E] DR
o ROFF—F RX—ZX DIEEE & SPARQLIRRICEEL 2 BRI IF X EREE L
o HAICIHERRDFT—% DR
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» TogoDB - 1—HDF—4%%F AN T DB k. RDF 1k TOGe
. 1,3, 6, 7. ROF IC L 28, SERKEM, BHREA(L, IV 7Y VER DB

- TogoWs - X b ED23# DB 8%, F— YN8, RDF 1k T0Ge,
3. AV —2y NEERL L SERTREMTOMR WS

» TogoGenome - Ef# & 7555/ LE#HR%Z RDF TEME. DB 1k m

e 1,5. F— 5 N—Z®D RDF I & 2881, AT —5 ofARxMrsx  CENOME

e BioHackathon - . 5 [CHELRIEMTEH R & EPRIE£E FioHackcton2013
« 4 ROFLICEI A Y MOV —, BE. I—/(XEfm. RELKIFHEE

oMo

“

e CBRC, RAKEHEE - @IF 7S5 v 74 —L, FIENBT— 5350 e @



http://togodb.org ___

e TogoDB - 1—HYDF—4Z=|F AN T DB {t. RDF {t
« HHPT—FRIBXDOPITELE > TVBARPT FUX Y MF—Y EBFAIAS I L
e TogoDB CTIIERFERDT—F %27 v TO—RT BT TEEEE DB ZEBEICAFTEEXT

o TogoDB D45
e FRICDB ZF> TR LIEW? - REKXDT—45 = (C DB 1t
o HEMMEREVCAHKEZRAZLIEW? - PV EIEPLPRRH - IERNHZRE
o« RIZEYEDRAIICE D ? = HTML/CSS/JS ZFREICH R I N1 X
« HEDOMNSBEWDB ML TEE? - RANSHFARITNET—FIR—X
o IREMENEFZ TOERIRDIADIEW? - FRRFEZESCEELBRRA TV
« REDT—FZRZDIC—EHR? - RHIF—CTHRNGHEROTZ0I VT
o 7OV TLNSIIEBLN? - Open Search X3ty REST APl & JSON 4
e AVKOY—PXYFT—5%ZEBILT RDF Z BE)AER. SPRAQL IRFRICH XTI



TogoDB - R DT—HF H 5 SIEEEDBZ 1B5E

TogoDB

Create your DB in Smin —
Create database n—— C O n ﬂ g u re
| | | | pr— ... T ‘

DB & ISNAD

AyvhOy—8E

RDFAEX
RD

il SPARQLIRE
http://togodb.org/spargl/yourdb ‘

endpoint

OpenSearch

f \ v
PRIRESTIRR — Atom http://togodb.org/entry/yourdb/123
http://togodb.org/search/yourdb/query http://togodb.org/db/yourdb?column=/regexp/



TogoDB - HAZ VAL X - WRFE - @BERTTVX

]
800 ) Antmossdb X H
&~ C' () togodb.org/db/antmossdb G X
TogoDB | Public Databases

Not logged in
Antarctic Moss DB
antmossdb & -
Entry Number registered Date Colected Latitude Longitude Famiy Genus Altitude

Show 1961-02-10 54d17m0s S 36d 31mOs W i R ium 107

Show 1961-02-02 54d4m0s S 37d9mOs W Grimmiaceae Racomitrium 30
Shov 1972-01-18 54d30m0s S 38dOmOs W Grimmiaceae Racomitrium 182
Show 1961-02-11 54d 16m0s S 36d31mOs W Grimmé R itrium 107
Find All + || Search | | Clear 4, Advanced search Download: | Selected as CSV Al

'S 15 : [{ 4 Page 1 of3773 b bl > Displaying 1 to 15 of 56590 items




TogoDB - W AIVA X &K - @BERTT7IX

®no

| Antmossdb L
€« C @ ——
1 (") antmossdb:1 - TogoDB
TogoDB | Publid . N = W= = s =
C  ©togodb.org/entry/antmossdb/1 ] rr |\ U (& t ‘(— URLb\yl_Yb;ha%) (RDF@EE%
I3 TogoDB | Public Databases
ntarct
A ta Ct , Not logged in
antmossdb

ey nmeer ANtarctic Moss DB

Google Map: | Show Hide

s % RA®D HTML/CSS/JavaScript & 1 24 <A z)

% D '

i
C o) le
"'”/,l #E 7 —% €2012 Google, MapLink, Tele Atias - X|FB#

1

h Number registered
Find

Date Collected 1961-02-10
Latitude 54d 17m 0s S

Longitude 36d 31m Os W

— Class [Musci)

Sub Class Bryidae




TogoDB - N AVVA X @R - BRI T7IX

e 0 _e () Antmossdb x \Q

() antmossdb:1 - TogoDB x
TogoDB | Public

() Antmossdb X

C () togodb.org/db/antmossdb

TRV EELEE  Advanced search

. string
Antarctic Mos ————— T
date | from to
antmossdb
Entry  Number registered string
Show string 107
string
string
Show string | 30
string
¢
4 string
S
string
Show 152
string
string
string
Show 107
4 string
Date Collected
Latitude string
Find
Longitude integer | from to
Class Q 4
(15__¢J tring
string




TogoDB - D AANA X &R - @ETT7VX

‘ ® 00 ) Antmossdb = L
€ c @ e
1 (") antmossdb:1 - TogoDB
TogoDB | Publid 8 e
M TogoDB | Publid
Antarctic « > c(q - — — - —
antmossdb _) Antmossdb
| s og! ublici 3
Entry  Number Antarctic &~ ' (2 togodb.org/db/antmossdb Al BN
, Google Map: She
At ——————————————————
@ e QuickBrowse ., . medin
+) | Entry  Number Ant .
EJ ... Antarctic Moss DB =

Entry 1

P

Number registered

: | show  DateCollected  1961-02-10
| P Latitude 54d 177m 0s S
(_,(,‘();}l(;
. - Longitude 36d 31m Os W
Class [Musci]
{ _ | subClass Bryidae
Number register { Order Grimmiales
Find
Family Grimmiaceae
15 2 it Genus Racomitrium
D crac Specific Epithet austro-georgicum Par.
Latitude A
Vari
Longitude AL v
Floral Region Am 6
Class s
! y LS M Find Tl Floral Subsection  South Georgia
Sub Class
— Locality Stream from Hodges Glacier to Gull Lake, Cumberland East Bay. GR 130 124
: Sporophyte partial shade, beside stream, moist, rock

——y Altitude 107




http://togows.org
TogoWs - A#DBDRT - BN#S - ROF{E D

WS

e TogoWS - v N LD/ DB &%, F—YHS. RDF 1t
« NCBI, EBI, DDBJ, UCSC, KEGG, PDBj % & DB % REST APl TR - EUS
« BioPerl, BioRuby /& & D#gEZ= N L. T> K'Y %Z/\—X, JSON/RDF NDZ i

o ZNFXTHRE
o T—INR—ACEICERBT7IVEAFE
o FERINHTML R—Y TIEKELIEHHE L L
s BONKERZISICTOVILZEVWTIN—RTIRENH D

 TogoWS TODfER
« £2TDF—HR—XICE U URL FEZ (REST APl) T2tz A HJHE
« BB LT —4 % XML, JSON, RDF, FASTA IR EFR 12 7 # —< v M CEEIZ R
e N—HZH—NICABL., 7AVZIVIRLICTY N O—EZEIS I8



TogoWS - AHDBDIRF « EXiS * RDF{L

o IR

e http://togows.org/search/db/query[/offset,limit][.format]
o NCBI, EBI, KEGG, PDB 7% £ MFE DB % query ICIEELcF—7T— K TR

« IS
e http://togows.org/entry/db/id[/field][.format]
o FE/3HECHIDB, KEGG, PDB, dbSNP, PubMed 72 E DT> kU EE
« IVKNUAD—E%Z field TEELTYIDEES

« RDF1t

e http://togows.org/entry/db/id[/field][.format]
e BUII Y N % format THETE LT XML, JSON, RDF, FASTA 73 & ([C BN Z A



New!

TogoWS - UCSCHh S & M/ LZEDRTR - BUS

o IBEFCTI DS

e http://togows.org/api/ucsc/db/position[.format]
/chrl1:1,000,000-1,234,567.fasta

e €.8. http://togows.org/api/ucsc/

>chrl:1,000,000-1,234,567

TGGGCACAGCCTCACCCAGGAAAGCAGCTGGGGGTCCACTGGGCTCAGGGAAGACCCCCT
GCCAGGGAGACCCCAGGCGCCTGAATGGCCACGGGAAGGAAAACCTACCAGCCCCTCCGT
GTGTCCTCCTGGCACATGGCGACCTCCATGACCCGACGAGGGTGCGGGGCCCGGGGCAGG

e 7/ T—3VDEUE

e http://togows.org/api/ucsc/db/table/[column=]query[.format]

e €.8. http://togows.org/api/ucsc/
e €.8. http://togows.org/api/ucsc/

/refGene/name2=UVSSA. json
/snpl37/chrom=chr22;refUCSC=A

[ JA]| B (| ]y | E || K L M ] N s B O, P Q
{ 1 |bin chrom chromStart chromEnd name score strand refNCBI refUCSC observed molType class valid avHet avHetSE  func locType weight exci
"bin": 595, 2 | 707 chr22 16050251 16050252 rs3016036 o+ A A AT genomic single  by-cluster 0 0 unknown exact 3 Mut
"name": "N M_@Z 0894" , 3 | 707 chr22 16050251 16050252 rs199856444 0+ A A AT genomic  single  unknown 0 0 unknown exact 1
"n amez n. o UVS SA n 4 | 707 chr22 16050374 16050375 rs2844882 0+ A A A/G genomic  single by-cluster by—2hit-2allele 0 0 unknown exact 3 Mutt
0 w. n o ’ 5 | 707 chr22 16050739 16050740 rs111307625 0+ A A /A genomic  deletion unknown 05 0 unknown exact 3 Mult
chrom": "chr4 —
" " "o ’ 6 | 707 chr22 16051208 16051209 rs7292503 0+ A A A/G genomic  single by-cluster by—-2hit-2allele by-hap 05 0 unknown exact 1
strand": "+", 7 | 707 chr22 16051391 16051392 rs77125914 0- A A C/T  genomic single  unknown 05 0 unknown exact 3 Mut
" tXx S tart "1 34 1 193 5 8 | 707 chr22 16051452 16051453 rs62224611 0+ A A A/C genomic  single unknown 0 0 unknown exact 3 Mutt
"txEnd": 1381837, 9 | 707 chr22 16051452 16051453 rs143503259 0+ A A A/C genomic single  by-1000genomes 0 0 unknown exact 1
n Cd S S tart "1 34 1 8 7 9 s 10 | 707 chr22 16051496 16051497 rs11089134 0+ A A A/G genomic  single by-cluster by-2hit-2allele 0 0 unknown exact 3 Mutt
"cdsEnd": 1379749 , 1 707 chr22 16051496 16051497 rs141578542 0+ A A A/G genomic  single unknown 0 0 unknown exact 1

"exonCount": 14,

"exonStarts": "1341103,1341877,1343311,1345502,1346817,1348522,1348904,1360107,1369151,1369821,1373834,1374667,1377553,1379
"exonEnds": "1341548,1341977,1343642,1345623,1347201,1348635,1349033,1360219,1369296,1369956,1374018,1374776,1377728,138183

"score": O,



TogoWS - RDFA D ZE i

e IV KNYZED T THY—EXTHUS. TogoWS —/\HT/N\—A L TEINICE

e http://togows.org/entry/ /20472643.ttl

Sem e - @prefix dc: <http://purl.org/dc/elements/
Ty — — @prefix dcterms: <http://purl.org/dc/tern

@prefix rdfs: <http://www.w3.0rg/2000/01/
@prefix prism: <http://prismstandard.org/
B e @prefix medline: <http://togows.org/ontol

Updates regarding govemment operating status and resumption of normal operati be found at http://www.usa.gov.

—— i I <http://pubmed.org/20472643> medline:g
atcs Web services, T PMCISS: ¢ ogows \ rdfs:label "pmid:20472643" ;

]
okyo 1088536, Japan Save items

e dc:title "pmid:20472643" ;
s s s dc:identifier <http://pubmed.or
Al B medline:own "NLM"
o 4 . medline:stat "MEDLINE" ;
: ﬁ medline:da "2010-06-25" ;
e medline:dcom "2010-09-27" ;
o= — >\ medline:1lr "2013-05-29"

medline:is "1362-4962 (Elect

Publication Types, MeSH Terms

. medline:is "0305-1048 (Linki
i ! medline:vi "38"
H—‘imkgﬁperl W pr]sm:volume "38" ;
\\ V. medline:dp "2010 Jul" ;
prism:publicationDate "2010-07'
® medline: ti "TogoWS: integrat
Ao dc:title "TogoWS: integrat
K gyl Ereyoped J medline:pg "W706-11" ;

[ Protein Data Bank Japan prism:startingPage "W706" N
medline:ab "Web services ha
medline:ad "Human Genome Cer
medline:fau "Katayama, Toshic

3 dcterms:creator "Katayama, Toshi:
DDB EMBL-EBI g medline:fau "Nakao, Mitsutert
dcterms:creator "Nakao, Mitsutert
> DNADsta Baokof jepen medline:fau "Takagi, Toshihic

dcterms:creator "Takagi, Toshihis
medline: an "Katavama T"



http://togogenome.org ‘
TogoGenome - RDFIc X %%/ LLDDB Jece

GENOME

e EMBPFORMETH BT /LICE/ZIVYEYT L, DEBIEEEZDITS
e T/ LZHRDHCHSHBIEHRZRDFCRL AT E, BEEBHRICY VIS

HlEER O—7Tr VU EETF rRNAB(LF
/\
)L i) | * e o o o
! T T T T

<exon> |€e—— <«>| rdf:type 0bo:50_0000147 .

<gene> |« :l rdf:type 0bo:5S0_0000704 ; « Sequence A~ ~OY—DHE
V4 ! \ faldo:location [ ... ]; — FALDO # > b O Y —DEEIE

EH ik FRIFAEY rdfs:label "geneA” ; - BEFEBEDOINIL

RIS rdfs:seeAlso <UniProt> . — BEBERADY VY

2TDOT—4 ZRDFICHFE—UTERE L. SPARQLTIRERT %
« EXVTFAVY - I TEENET IV —a Vv EER



TogoGenome - RDFIC &%/ LLDDB Jece

GENOME

e F—HEAYMNOAY—DE(E

o RefSeq D7/ LECH| T —%
UniProt DY VI\UVB7/ T—>3 Y
INSDC & Taxonomy DAY ~OY—
FALDO FE# =AY RO Y —
GOLD 0&EWEY > 7IVIEHR
MEO, MPO, GMO, MCCV IR - AR - 5t - ERA My 7D0A Y hOY—
BioPortal/OBO O&EA Y NOY—

BOHBWAY NOY—PF—% BB C&fH

eIV TAVY DT TCOF T IVT— 3 VRFE
e FT—HEFRABYIDOTKDIADSZ 7 712y MEER



TogoGenome - RDOF7 7 & v M&FR

GENOME

TogoGenome TIFEYT / LABRICH ULEKDA Y FOY—Z2T 7y & UTHWE
WOAAMRBRNOE T, BRERHI SRR - £YE - ECTFRHREDLIR—hZERR

T pm— < SERMIEBHEEHEO L EY T

& - C [} togogenome.org | 8 Pon] 9 =
TDcsnons
ll
Facets Sequence Mapping w8 @ 9.=
Environment » BRICENICICS . .
All hydrosphere water 8@ > fresh water P
7z .
Taxonomy » EIET 1,292,481 total Show 25 $ entries
All Bacteria Cyanobacteria 8 > Nostocales I T 100 L L) o
GO: BiologicalProcess » cellular nitrogen compound metabolic process - .
Al B Rivulariacese - © 0 CEIEITED O O
i . Scytonemataceae AT 4 search:
GO: MolecularFunction » metal ion binding Umezakia
Al environmental sampl niProt ID  Gene ontologies Organism Environments
GO: CellularComponent » cytoplasm unclassified Nostocales YMF7 » DNA repair Nostoc sp. (strain  « fresh water
Al « DNA recombination PCC 7120 / UTEX « freshwater habitat
« DNA binding 2576) « soll

metal ion binding

X Clear

<
F4
m
&

DNA dealkylation involved Nostoc sp. (strain fresh water

in DNA repair PCC 7120 / UTEX « freshwater habitat
Showing 1 to 25 of 868 entries (filtered from 1,292,481 total entries) Show | 25 4 entries + methylated-DNA-[protein]-  2576) « soil
cysteine S-
0 methyltransferase activity
* cytoplasm
m ° o IYMD4 « glutamine metabolic Nostoc sp. (strain  « fresh water
All columns ¥ Search: process PCC 7120 / UTEX « freshwater habitat
« 'de novo' CTP biosynthetic 2576) « soil
Description Gene UniProt ID  Gene ontologies Organism Envi D
« CTP synthase activity
ATP synthase gamma chain « allo004 P12408 « ATP synthesis coupled Nostoc sp. (strain « fresh water « ATP binding
proton transport PCC 7120 / UTEX « freshwater habitat
« ATP binding 2576) « soil 'YM86 « ATP synthesis coupled Nostoc sp. (strain « fresh water
electron transport PCC 7120 / UTEX « freshwater habitat
+ NADH dehydrogenase 2576) « soil

(ubiquinone) activity
quinone binding
integral to membrane




utes  Nucleotide sequence tiributes _ Protein sequence  Protein general ant

Gene: 103690:alr4977

Protein names

Protein names Recommended Namo. Recombination prtein Rech
Genes names Name roc
‘Ordered Locus Names. aror7

A — ’““r
TogoStanza - RDFRJ#R{L/ S@TANZA

Genomic context

5942697

5039982
protein coding gene

a1r4976__alrasrr
ey

R gene

7/ LDBTERAINZEmZERY VI EAMIT. HAGDET o
EFHPIEER 7 F TR (MicrobeDB. jp%E & HFEIFF) — -

Lontag a7
Genatyn gone
organiem [e—
© 00 /[ 1ogoGenome x < L Positon [r——
= stana f—
“ < C [} togogenome.org/gene/103690:alr4977 ol 8 & 9 = - -
D cenome toaide soquoncs
)mic context Gene attributes Nucleotide sequence Protein attributes Protein sequence Protein general annotation Pro! TACGCTOATGAGTAACATTGGCMGGCTTTAGMGACTTAGKARTTAGATTAR

Protein attributes

Gene attributes ccnr
‘Sequence status Complete.
Gene symbol recR
Loeus tag alr4977 Protein sequence
‘Sequence Length ‘Mass (Da)
pewr
Gene type ey | reee— 4 g
Organism Nost & < € [ togogenome.org/gene/103690:alr4977 Dad ] Q 9=
D cenome
RefSeq NC_| Protein general annotation
o Tomcora
Posmon 5942 Function : ‘s of DNA repair. It may act with RecF and RecO (By similarity).
Strand Positi HHH (PF00633) caton e e
8 .
l.ength 327 Protein ontologies
7 .o Biclogical pocess. .
oomsn
. [
Nucleotide sequence Toamtam P
Genome size I —
”
GTGATTGCCCTAGAGAAAACCCGCGAATTCAAAGGTAAGTATCATGTCCTGGGT! | Gomemumber Bl process .
GTCAGCAGCAACCAAAAGAAGTAATTTTGGCAATTAGTCCCAGCGTCGAAGGG! § | mep==o [re—
GCCCGTAGGCGGAGATTTAGAATACGCTGATGAGATAACATTGGCAAGAGCTTT, [ tRNA number
Protein sequence annotation
% | (domain) | MolocuisProcessing |
_§ Pfam number posito
M (orotein) ®co mmmom o o Foswokey  a Lonah Dosrton [— JE——
- - 2 Chain 1197 197 _00
Protein attributes o | T i
= I - [ foin |
Sequence length 197 f— " Lengin Descrtion Featr ortter [—
somnocs 7o 95 Togm T —
ce e 2o e om0 cim —
Pfam plot
oM M M &M EN 10M 12M DY
Jrop—

Genome size @ N




TogoStanza - J £ 7 R—IADIEHIAH &?A

<!DOCTYFE html> EARICIETTTHIML ZEL L TR VY DIEDHAHTT |

<head>
<title>TogoStanza example</title>
<script src="jquery.min.js" type="text/javascript"></script>
<script src="http://togogenome.org/stanza/assets/stanza.js" type="text/javascript"></script>

</head>
<body>

<div data-stanza="http://togogenome.org/stanza/protein_ names"
data-stanza-tax-id="103690" data-stanza-gene-id="alr4977"></div>

</body>
TogoGenome x
C' [ togogenome.org/gene/103690:alr4977 Dkdl | = 9 =

mcmom:

Protein names Genomic context Gene attributes Nucleotide sequence Protein attributes Protein sequence Protein -

Gene: 103690:alr4977

P
Protein names Recommended Name Recombination protein RecR \
Genes names Name recR

Ordered Locus Names alra977
Organism Nostoc sp. (strain PCC 7120 / UTEX 2576)

nnnnnn

Taxonomic identifier

Texonomic ineage Vv 2 Y DURLIC /help DB EINTA—F DAL THRRRSIND
VAT VHDURLZE stanza/ T B ERY VU HFD—EBENKRRSI NS

« Nostoc sp. (strain PCC 7120 / UTEX 2576) '




TogoStanza - R VY —/IN\ORAF & FIE L5
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STANZA
Tece O Microbe 5" CyanoBase
25 YOI GENOME
KD —/\Hh5EHHIC e
25V EEBEDET  me o - S
E O) DBTC ’*U )EH —— WM: e

uuuuuuuuuuu

cccccccccccccc

S

i Stanza
A VT DORRE ( Stanza M Stanza
Y Y —/)\Z g4t

SPARQLIRZE D#ER % spARQLtﬁ§ TR \:\ //

HTML®DIFRAME TR $R1t @ @ @ @

RDF DB RDF DB RDF DB RDF DB

= DBCLSTIFR Y YU ZRBICER LT —N\NZRRAT21cHDT L —LT—7 LR - 12H#



TogoGenome - RDFFIAAD X v k T

GENOME

« ZEEZHET—FZIL=Z—77 ID (URI) &5/ LEEICH EDWTERBREE
o Linked Open Data (LOD) TI&#IE[E#EZ Google map 7k & [CER U e BIhBIN 2 8
« TogoGenome Tl&. 7/ LADB#MKE UTOEZEREY T 7 LY RAT—9 2y Mzt

e 77ty MERTTF—HFZRDIAFBRNDT—5 Yy FZEUS
e F—TJ—RYID TIEERE LAY NOY—EFRAULZHERTID O TOREZBEEIC

 WRIRELZDA Y FOI—PTF—5 DR ERMH
o« INEXTHBERME S TAEREBPT—IYHRICREFT S5 "Bk ZHRHICOND PRI <
- IEEAFIDBTH INSDC (3KNCBI, BREBI, EDDBJ) @ RDF {t% DDBJ/DBCLS % THEeE



TogoGenome - S DEE I

GENOME

eI UVT AV c RITARTA IR

« TIHMAESNTIE U OHTHEE L R SEMBVR R EH T

« MAEINET—F DT LIREL

e ENT/LABEEDERKEYOYR—KNERT T NT/ LAANDITIE

e UniProt, NCBO 7% & & O EREEEIC K D RDF 7 —4% DIE#EA4L

eFXal—3y

 Nanopublication IC K2 ARER/AAD 7/ T— 3 VERW

o T—H B

o« \—Y 33> hkO—JlL (hg19—hg20fERER &)

ccccc



