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Gb3

Sialyl Lewis x

ABODZ2019 + Abbreviation "sLex” stands for sialyl Lewis X & Abbreviation "Ch3” stands for CD77.
ABO02020 « Abbreviation "SLex” stands for Sialyl Lewis. « Abbreviation "Gb3" stands for Gallalphat-4]Gal[beta1-4]Glc-Cer.
I . . » Abbreviation "Ghb3" stands for globotriaosylceramide.
ABOOZ2021 s Abb t SL tands fi Iyl Lex.
revfa fon - exusan : ms_laY & ABO00EE « Abbreviation "Gb3" stands for globotriosylceramide.

ABODZ2022 o Abbreviation "sLex” stands for sialyl-Lex. « Abbreviation "Gb3" stands for pk blood group antigen.
AB002023 e Abbreviation "SLex” stands for sLex. + Abbreviation "Gb3Cer” stands for globotriaosylceramide.
GPHOD002573 « Sialyl Lewisx ABOO1628 » Abbreviation "Pk antigen” stands for Gallalphai-4]Gallbeta1-4]Glc.
GPHOO002575 s Sialyl-Lewis x GPHOOD02204 « Pk antigen
GFHOOO11187 ¢ sialyl Lewis X GPHO0010157 pk blood group antigen
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SlalyiLewls Aetasacenance GPH00030327 * Gb3Cer (d18:1, C16:0)
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BAAHER
Hame(Symbaol, Gene name)

(e.g.T R Caenorhabditis elegans / whole body / co
or “receptor,grow ch)

Organism/ Tissuel Lectin

Mus musculus / Brain / AAL

IP & ALP & western b|0ttlng (Selecticn of candidates
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P & || + | @ nhup:/ jwww.glyco.is.ritsumei.ac.jp/epitope/

GlycoEpitope Database

http://www.glyco.is.ritsumei.ac.jp/epitope2/

Home | List all epitopes | List all antibodies

About this database i GlycoEpitope - Epitope list

C || # | © hup://www.glyco.is.ritsumei.ac.jp/epitope-bin/epitope_list.cgi ~lQ-

Carbohydrate chains occupy truly significant positions in various fie
sciences and biotechnology. Recently, the wide-ranging involvemel

FR2S5FE
: =
carbohydrate chains in life sciences has been extended to such div e
functions as cell to cell recognition and communication in neuronal ) N Ji- *E* 1$ 3 014: %
| immune systems, pathogen recognition, sperm-egg recognition ani o Seace flione J-L
.

fertilization, regulating hormonal half-lives in the blood, directing en
development and differentiation, and directing distribution of variou
proteins throughout the body. A large number of polyclonal or mon " _

antibodies have been used as very important tools for analyzing ex __
various carbohydrate eir functions. In this database, L 3-SulfoLewis 2 HS03(-3)Gal(b1-2)Fuclai-4)iGicNAcA--R
information on these d anllgens i.e. glyco-epitopa
has been assembled a3

ow: 10 | /page Page 1  of 14|Next

1 | r.:ymspmnc Sulfo Lewis a
3"-Sulfo Lewis x HSO3(-3)Gal(b1-4)[Fuc(a 1-3)]GIcNAc(b1-}-R

/epitope.cgi g -

EPOO14 6-Sulfo SialylLewis | . sActa2-3)HS03(-6]Gal(b14)Fuc(al-3)GIcNAC(b1-FR
x

6.6-Disulfo Sialyl
Lewis x

Epitope Search EP0016 NeuSAc{a2-3){HSO3(-6)]Gal(b1-4){Fuc(a’-3)HSCI(-6)GIcN/

EP0144 6.6-Sulfo LacNAC | HSO3(-6)Gal(b1-4){HSO3(-6))GICNAC(b1--R

» Ifyou have any questions or comments, please contact us by Feedbacl ! ! Epitope Search | Home
« GlycoEpitope Database is provided by Kawasaki laboratory. The datab EPO145 6,6.6-Sulfo LacNAC | HSO3(-6)Gal(b14)HSO3(-6)IGIcNAC(b1-3JHSOI(-B)Gal(b+- TR
L | ulfo Lewis a
located in Research Center for Glycobiotechnology, Ritsumelkan Unive prTmm & ol Lacic CaBT A ISON ENSATBT IR

User Guide (Japanese English)
Acknowledgements EP0142 6-Sulfo Lewis x .anh‘-d:[an‘-K:ZIHSDM-E: GIGNAG(D1-}-R General Antibody Glycoprotein Glycolipid Reference
information of EP0009

EP00G4 9-O-Acetyl GD3 NeuSAc9Ac(a2-8)NeuSAc(a2-3)Gal(b1-4)Glc(b1-1)Cer
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i ) 4 - - - EPO0BS L?dﬂ’.‘ew\ S NeuSAc9AC(a2--R oo T
BRI - SR S
BT — AR — 2
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<HZA> 174 Epitopes, 613 Antibodies (2013.09.28)
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5 A3k PubMed~ D', PDF 74 JLICEREVY éégiﬁziﬁfﬁiﬁ%ﬂf X
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JGD-000565
JCGG Reducing terminal: (b1-1)Cer
- GSG1062
LipidBank  =p o c cription: NeuAc2-3Galp1-4(Fucc-3)GIcNACE1-3GalB1-4GICNACB1-3GalB1-4GIcCer
(Spectral Data)  Reducing terminal: (b1-)Cer
GlycomeDB 5994
(Structure)
KEGG (Structure) GO00091
Name: sY<

GlycoEpitope
(Antiglycan
Antibody)

Description: VINeuSAcV2FucnLcgCer
Reducing terminal: (b1-1)Cer

Epitope
Epitope id Name Alias
EP0012 Sialyl Lewis x ~ Sialyl Lex CD15s sCD15
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Epitope Search | Home

Sialyl Lewis x

Antibody Glycoprotein Glycolipid Enzyme Reference
4 glycolipids registered for EP0012

Name BB ganglioside

Description VIENeusACVAIRFuesnLegCer

Aliases 6B fucoganglioside[34 7]

Class Glycolipid / Sphingolipid

Sequence MeubAc(aZ-3)Galib1-4)[Fuc(al-3)]GlcMNAc(b1-3)Gal(b1-4)[Fuc(al1-3)]GlcMAc(b1-3)Gal(b1-4)Gle(b1-
1)Cer

3D structure

Molecular weight

1656.5(Cer)

Composition

(Fuc)2(Gal)3(Glc)1(GleNAc)2(NeuSAc)1(Cer)1

DB

KEGG:G00195

Comment
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General Antibody Glycoprotein Glycolipid Enzyme Reference
4 glycolipids registered for EP0012 —
Name BB ganglioside
Description VIENeusACVAIRFuesnLegCer
Aliases 6B fucoganglioside[34 7]
Class Glycolipid / Sphingolipid
Sequence MeubAc(a2-3)Gal(b1-4)[Fuc(al-3)]GlcMAc(b1-3)Gal(b1-4)[Fuc(al-3)]GlcNAc(b1-3)Gal(b1-4)Glc(b1-
1)Cer

3D structure
Molecular weight 1656.5(Cer)
Composition (Fuc)2({Gal)3(Glc)iGlcMAc)2{MeusAc )1 (Cer)1
DB KEGG:G00195
Comment

| -

IrTEEA FE et T e S A P



REETFHRE 52—

¥ }CGGDB ID ICGG STR X | )] GIvcoEmtope Result: S

| « C #©H |_L|www.glyco.ls.rltsumel.ac.]p_.-e:n:-aje—j'-“_.-"e:;':-:m:ae.cg' ol (v =

Glycoe pitope.

Epitope Search | Home
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General Antibody LTI E LN Glycolipid Enzyme Reference
4 carriers registered for EP0012
Carrier CD43
DB MCBI/Gene, Swissprot/TrEMBL

Glycosylation site

Epitope attachment site

Reference [50]

Comment

Carrier ESL-1/E-Selectin ligand-1

DB MCBlIGene, Swissprat/ TrEMBL

Glycosylation site

Epitope attachment site

_I Reference [21]
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Reference [51]

Comment

Carrier MUCA

DB MCBlGene, Swissprot/TrEMBL

Glycosylation site

Epitope attachment site

Reference [50]

Comment

Carrier FP3GL-1/P-Selectin glycoprotein ligand-1
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Glycosylation site

Epitope attachment site

Reference
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Resources [ How To [+

S MUCL-Gene-NCBI x W
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Sign in to NCBI
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N[O

Help

Gene Gene [~ MuCH
Save search  Limits  Advanced
Display Settings: [~ Summary, 20 per page, Sorted by Relevance Send to: Filter your results:
All (258)
Results: 1 to 20 of 258 Page 1 of13 Mext= Last== Current Only (246)

] MUC1 — mucin 1. cell surface associated [Homo sapiens (human)]

mucin 1, cell surface associated

Official Symbaol: MUCA

Other Aliases: RP11-263K19.2, CA15-3, CD227, EMA H23AG, KL-6, MAME, MCKDA, MUC-1, MUC-
1SEC, MUC-15, MUC1Z0, PEM, PEMT, PUM

Other Designations: DF3 antigen; H23 antigen; breast carcinoma-associated antigen DF3; cancer

antigen 15-3; carcinoma-associated mucin; episialin; krebs von den Lungen-G; mucin 1, transmembrane;

mucin-1; peanut-reactive urinary mucin; palymarphic epithelial mucin; tumaor associated epithelial mucin;
tumor-associated epithelial membrane antigen; tumor-associated mucin

Location: 1921

Annaotation: Chromosome 1, MC_000001.10 (155158300..155162768, complement)

MIM:- 158340

IO 4582

Order cOMA clone

Muc1 — mucin 1. transmembrane [Mus musculus (house mouse)]

mucin 1, transmembrane

Official Symbol: Muc1

Other Aliases: CD227, EMA, Muc-1

Other Designations: episialin; mucin-1

Location: 3 39.02 ci

Annotation” Chromosomea 3 NG 000083 f (BA270087 207333790

Find related data

Database:

Genes Genomes (241)
SHP GeneView (139)
In Variation Viewer (64}

[Manage Filters

W Top Organisms [Iree]
Homo sapiens (121)
Candida albicans SC5314 (13
Mus musculus (13
Scheffersomyces stipitis CBS
6054 (9)
Rattus nomvegicus (3
All other taxa (93]

Mare

Select |E|
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= LLUBioHackathon® R &

« RDF fkhf-7—%:

— GlycomeDB,
— Bacterial Carbohydrate Structure Database (BCSDB),
— MonosaccharideDB,
— GlycoEpitope,
— UniCarbKB and
— LfDB and GlycoProtDB (JCGGDB® —&f )

e N)TILARTIZERDFT—A2%#H#LT-
« SPARQLDETIZRLINLT=
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SPARQL Queries

o JCGGDBIZ#&EiSN TL\SHE HE &2

BEY DA INIEDUNIP

rot IDIF{a]Hr ?

° 37—)%) L3 /(&Eﬂki?ém

SHiEEE Tl

H/L=0y

- EHOIEN—TZHD}

22 I\ B L 1A]

N ?
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JCGGDBIZ#& SN TS HETHE &

D UniProt IDIE ] AN ?

PREFIX glyco: <http://purl.jp/bio/12/>

PREFIX glycoSequence: <http://purl.jp/bio/12/glycanSequence/0.1/>
PREFIX rdfs: <http://www.w3.0rg/2000/01/rdf-schema#>

select ?res 7protein
where {

?res glyco:is_glycan_database <http://purl.jp/bio/12/database/jcggdb> .

?s rdfs:seeAlso ?res .
?s glyco:has_glycosequence 70 .

?0 glycoSequence:in_glycoct ?sequence .

?us glyco:is_glycoct ?sequence .

?uid glyco:has_glycosequence ?us .

?protein glyco:has_structure ?uid .

‘ |res

“proteln

|nttp://jcggdb.jp/idb/jcggdb/J CGG-S TR022732||http://www.unicarbkb. orgfproteln!QBTA)(T‘

http://jcggdb.jp/idb/jcggdb/JCGG-STRO17727|

http://www.unicarbkb.org/protein/QBTAX7|

http://jcggdb. jp/idb/jcgadb/JCGG-STR027414]

http://www.unicarbkb.org/protein/QBTAX7|

[http://jcggdb.jp/idb/jcggdb/J CGG-S TR002960 [http://www.unicarbkb.org/protein/ Q8TAX7|

[http://jcggdb. jp/idb/jcggdb/J CGG-S TR002949|[http://www.unicarbkb.org/protein/ Q8 TAX7|

[http://jcggdb. jp/idb/jcggdb/JCGG-S TR026204 |http://www.unicarbkb.org/protein/ Q8 TAX7|

|http://jcggdb.jp/idbijcggdb/JCGG-STR022721| http://www.unicarbkb.org/protein/ QB TAX7|

.|http:iljcggdb.jp!idb.u'jcggdb!JCGG—STROZBO?Z\ [http:h‘ww. unicarbkb.org/protein/QBTAX7|

JCGGDB

« JCGGDB Home

JCGGDB ID

S -

L .

F % mmes

JCGG-STR022732

Glycosclence Exploreg

ot
ﬂ,\‘-.gw._‘
o8~

get Image

[ZRAET SR /NDE

JCGGDB

GlycomeDB

UniCarbKB

UniCarbKB  Home Semch Refwsrces Giycoorotsing - Glycan Bu

Structure

Galyy

INAC

Selonncki—é Ga
= 3

Fucl

cal

Expired entries
EUROCarbDB (MIBRT)

Structure encodings

GlycoCTicondensed) 8 (_Get Enconding

2009-11-09

=
g GlycoCT
RES

2Z2s:n-acetyl
3b:b-dgal-HEX-1:5
4b:b-dglc-HEX-1:5
Ssin-acetyl
6b:a-igal-HEX-1:516:d
7b:b-dgal-HEX-1:5
LIN

1:1d(2+1)2n
2:10{3+1)3d
3:10{6+1)4d
4:4d(2+1)5n
5:40(3+1)6d

\_6:40{4+1)7d

1 b:o-dgal-HEX-0:011 :ald

N

S ——

Protein list
(UniProt IDs)
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HHOLITFUICHEET HMEHEEETENELIZL

PREFIX glyco: <http://purl.jp/bio/12/glyco#> Iname | glycomedb | seq I
PREFIX glycoSequence: <http://purl.jp/bio/12/glycanSequence/0.1/> Ecorl http://www.glycome-db.org/rdf/glycan/3601|RES 1b:a-dgal-HEX-1:5
:LCA hnp:f/www.glycome—db.org./rdffglycan,fsgtt RES 1b:b-dara-HEX-2:5|2:keto 2b:a-dglc-HEX-1:5 LIN 1:10(2+1)2d
select ?Iname ?glycomedb ?seq ILcH htp:/ /www.glycome-db.org/rdf/glycan/394 |RES | bib-dara-HEX-2:5|2keto 2bra-dglc-HEX-1:5 LIN 1:10(2+1)2d
where { ;Galectin—a (Human) |http://www.glycome-db.org/rdf/glycan/1338||RES 1b:x-dglc-HEX-1:5 2s:n-acetyl 3b:b-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2;10{4+1)3di
|ACA http://www.glycome-db.org/rdf/glycan/475 |RES 1b:a-dgal-HEX-1:5 2s:n-acetyl 3b:b-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2:10(3+1 )3di

?glycomedb ?p5 ?pdbid . !

Neckin gl\,’co:hasﬁPDBlD ?pdbid ) EACA http://www.glycome-db.org/rdf/glycan/475 |RES 1b:a-dgal-HEX-1:5 2s:n-acetyl 3b:b-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2:10(3+l)3di
?lectin glyco:has_name ?Iname . ;ACA http://www.glycome-db.org/rdf/glycan/475 _RES 1b:a-dgal-HEX-1:5 2s:n-acetyl 3b:b-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2:10(3+1)3d|
?glycomedb <http://purl.jp/bio/12/has_glycosequence> ?glycomedbseq . IACA http://www.glycome-db.org/rdf/glycan/475 |[RES 1b:a-dgal-HEX-1:5 2s:n-acetyl 3p:o-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2:10(3+1)3d)|
?glycomedbseq <http://purl.jp/bio/12/glycanSequence/0.1/in_glycoct> ?seq. [MPA http://www.glycome-db.org/rdf/glycan/475 |[RES 1b:a-dgal-HEX-1:5 2s:n-acetyl 3b:b-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2:10(3+1)3d)|
IMPA http://www.glycome-db.org/rdf/glycan/475 |RES 1b:a-dgal-HEX-1:5 2s:n-acetyl 3b:b-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2:10(3+1)3d|
filter(regex(?glycomedb, "glycome-db.org")) [MPA http://www.glycome-db.org/rdf/glycan/475 |RES 1b:a-dgal-HEX-1:5 2s:n-acetyl 3bio-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2:10(3+1)3d|
|
} (MPA ihttp://www,glycome-db,org,n'rdffglycan,fd75 RES 1b:a-dgal-HEX-1:5 2s:n-acetyl 3bib-dgal-HEX-1:5 LIN 1:1d(2+1)2n 2:10(3+1)3d|
LF DB o8
i PDB Toud
Galectin-3 (Human) (LAG-0000fc) PDB 1kjl
il PDB 1v84
Lectin ID | sc.00000 Molecular Structure PDB vz
Lectin Name Galectin-3 (Human) =58 2d6n
Lectin Family Galetun PDB 2vs3
Monosaccharide
Specificity o Sg:
Specie:al'::;emiﬂc Human (Homo sapiens) PDB
Japanese Name Eh[EN] PDB
[Family] =t
Kingdom Animal Motifs
Organ
Specific organ Lactosamine motif ( class : Epitope )
Number of CRD
um:u:) fold B-sandwich Explredt entries
= e = Interaction Graph [Viewer] [GlycanList]
Accession (Extemal | ST EUROCarbDB (EBI) 281  2012-08-06
Sl Pifzumgonas EUROCarbOB (NIBRT) 281  2009-11-09
GlyAffinity 414  2009-07-17
n 0 d a ta Structure encodings
Sequence ID 1A3K
GlycoCT{condensed] = Get Enconding
GlycoCT
RES
1b:b-dglec-HEX-1:5
Sequence 2s:1n-acetyl
3b:b-dgal-HEX-1
LIN
Reference '.::.d[?*:.)Z.—. JE—
[ 4 Seetharaman et al. (1998)X-ray crystal structure of the human Galectin-3 carbohydrate recognition domein at2.1 A resolution. JBC 273(21), 2:10(4+1)3d G |ycomeDB
| 13047-13052
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antibody_id | refseq |

PREFIX glycoepitope: <http://www.glyco.is.ritsumei.ac.jp/epitope2/glycoepitope.owl#> |http://www.glyco.is.ritsumei.ac jp/epitope2/epitopes/ ANOOO8 http://identifiers.org/refseq/NP_035005
|Ihttp://www.glyco.is.ritsumei.ac .jpfepitoperepitopesIANO(}Usi http://identifiers.org/refseq/NP_001074914

select distinct ?antibody ?refseq hnp:f!www.glyco.is‘ritsumei.ac.jpfepitopeﬂepitopeslANOGOSéEhttp://identiﬁers.org/refsequP_OO1 106675
where { http://www.glyco.is.ritsumei.ac.jp/epitope2/epitopes/ AN0O 1 lj_http:f.fidentiﬁers.org!refseq."NPﬁSS()GS |
?epitope glycoepitope:has_antibody ?antibody . http://www.glyco.is.ritsumei.ac.jp/epitope2/epitopes/ ANOO1 1| http://identifiers.org/refseq/NP_001074914
2epitope ?p2 ?glycoprotein . hitp://www.glyco.is.ritsumei.ac.jp/epitope2/epitopes/ AN0OLL ttp://identifiers.or/refseq/NP_001106675|
?glycoprotein glycoepitope:carrier_protein_name 7o |http://www.glyco.is.ritsumei.ac.jp/epitope2/epitopes/ AN0025 jhttp://identifiers.org/refseq/NP_035005
?glycoprotein ?p3 ?uniprot_id . [hqg:f!wv{w._gly_c_o.is.r@tsumei.ac.j_;_)!e[_)_itop_eZ/e_pitqus:_'ANOOZt}!Eht{P_:ﬁidentiﬁers.O{g/refseg{M’___OOm?@_lé}!
?refseq ?p4 Puniprot_id . B http://www.glyco.is.ritsumei.ac. jpfegitoPeZIepitqpesIANU(}ZSE http://identifiers.org/refseq/NP_001106675
filter(regex(?uniprot id,"uni prot.org/uniprot")) http://www.glyco.is ritsumei ac. jplepitope2/epitopes/ ANO1 12| http://identifiers.org/refseq/NP_035005
filter( regex(?anﬁbod} "ritsumei")) http://www.glyco.is.ritsumei.ac.jp/epitope2/epitopes/ANO112| http://identifiers.org/refseq/NP_001074914|
filter(regex(?refseq,"refseq")) http://www.glyco.is.ritsumei.ac.jp/epitope2/epitopes/ ANO112 hitp://identifiers.org/refseq/NP_001106675|
r , | J
} Ihnp:h’www .glyco.is.ritsumei.ac.jp/epitope2/epitopes/ANO1 13[[hr[p'./f identifiers.org/refseq/NP_035005
‘ Ihttp:h'www.glyco.is.ritsumei.ac .jp/epitope2/epitopes/ANO1 13j[http:!/idemjﬁers.org}refsequP_OOl()MQl45
' ' P T T T —'.'.>'A e _E T e e ;.—,».,.-'
Gl co 3 Cross-references
YCOEpitope' W
» Sequence databases
Epitope Search | Home
@ EMBL M18373 mRNA, Translation: AAA37139.1.
Heparan Sulfate Heparan Sulfate ) GenBank X58379 mRNA. No translation available.
~) DDBJ UB4012 mRNA. Translation: AAE::}d‘!502 1
General YL B Glycoprotein  “ivcolipid General Antibody LSl  Glycolipid Enzyme Heference | 3(1:%?)?4 E%B;O ANA .D#:ﬁ; ;?:::fw‘ éRTHl)BSQ‘;g .114‘55'1 '
14 antibodies registered foPEa0084 10 carriers registered for EP0086 M24397 mRNA. Translation: AAA39929.1.
Name 10g4 Mg Sl G o Us2s24 Ganomic ONA. Translation ARBAOS1S.1,
Species Mouse - 1P IPI00114388
Carrier [ Glypican-1 IP100230484.
Category Monoclonal P P Y IP100323079.
DB NCERw .VS\mssmoUTrEMBL ——— s i PIR AZ7AT,
fHobvps o y site A32282,
{GIcA(b1-4)GIcNSO3(at1-4)jn- =R SOAERE
(GleA-GIeNS) RefSeq NP_001185752.1. NM_001198823.1.
Recognition region Reference [311[8] .
e {GlcA(b1-4)GloNAc(al4)jn- = . | UniGene M 460
(GlcA-GlcNAC) smisfisal) Mm.490986.
Immunoprecipitation Carrier | Glypican-2/Cerebroglycan 3D structure databases
Immunoblot (8141 oe NCBI/Gene, SwissproUTrEMBL )
ELISAIRIA 11 e 1 Glycosylation site f:‘ ;gf;; o 2;{3‘2 F,Ea'-g: Resolution (A) CL’:-n F;;;?;Dk PDE:ium
w cytom " itope attachment si 2YSZ NMR A 739770 -
el i) o Spope atachneni £ - oFe 2YTO NMR A 738770 H
Histochemistry (1 NS ENTIBIE 2 Reference 131) 2YT1  NMR A 730770 [4]
Availability SEIKAGAKU BIOBUSINESS CORPORATION Englisl| Comment ProteinModelPortal P12023.
SEIKAGAKU BIOBUSINESS CORPORATION -Japan: SMR P12023. Positions 26-192, 287-342, 371-566, 686-726, 741-768.
Carrier |G!yp<can-3/‘OCIv5 ModBase Search..
Protein-protein interaction databases
U n i P rOt IntAct P12023. 71 interactions
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WURCS

« WURCS: Web 3.0 Unique Representation of
Carbohydrate Structures

« BRMEHIBEZE N, XIS EE
'f,éﬁﬁ:_’& § _EDTEHREERELE
—~ EIEEEEOD#J*% CREE
— ZHELE
— feY LS
— BB DA DEEEER
- IRIRDEHEE
— MTR BNz
« WURCS 7—F2 0T IV—T%HERK
— http://wurcs-wg.org/

\\\
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WURCS D

O BEyER (). WURCS: Bij#

Gal B -D-Galp 12112h-1:5

] B -D-GlcpNAc 12122h-1:5||2:2xNC(C)=0
GleNAC ?7-D-GlcpNAc x2122h-1:5|2:2%*NC(C)=0

A & —L-Fucp or o —L—6—deoxy—Galp 11221m-1:5

Fue a —-D—Manp 21122h-1:5

@ B -D-Manp 11122h-1:5

Man

'{13 Qaf’ p2
.a ‘aS an’ B2 pa G4
.{13 QB;';. B 4/6

WURCS=1.0/15,14/[a1d21122h|2,6/5%¥NCC/3=0][a1d21122h|2,6|5*NCC/3=0]1[12112h|1,5][12122h|1,5|2%¥NCC/3=
Olla1d21122h|2,6/5%NCC/3=01[12112h|1,5][12122h|1,5|2xNCC/3=0][a1d21122h|2,6/5%NCC/3=01[12112h|1,5][12
122h|1,5|2xNCC/3=0][21122h|1,51[21122h|1,5][11122h|1,5][12122h]|1,5|2%*NCC/3=01[X2122h|1,5|2xNCC/3=0]1+2
(2+72)/(3+2)/(4+7)/(5+2)/(6+2)/(7+7)/(8+2)/(9+?)/(10+7?)|2+1,3+3|3+1,(4+3)/(4+4)|4+1,(11+2) /(12+2)|5+1,6+3|6+1 (

7+3)/(7+4)|[7+1,(11+2)/(12+2)[8+1,9+3|9+1,(10+3)/(10+4)|10+1,(11+4) /(11+6)/(12+4) /(12+6)[11+1,13+6|12+1,13+3|1
3+1,14+4|14+1,15+4
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WURCS® #|

e ANXIZEEREIN-EEHEBEEZT—EIZEKEE
FTAHENTE, XFH DL+ THEFHIE &
DY ENCINL: "7“%)

« URLIZER#|AHTA]E

« WURCS t%d)ﬂ?d)mnfﬁﬁ?:‘cﬁ@?ﬁﬁ‘y—)lx%
HEERS
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KE 2013568220

%hui : E$\ *E > %d‘l‘ls I:/r‘y\ D:/T\ Ej E > ﬁi > éi%
- ERRBESEHURONDEREE

WMXERAIIOT7TIEY AV BEEORITUAT LA

T—3DEEE
PSR B A (AT —4 B LB E

AT LDIL—LT—
JORATIEBERDBREDY IL—T THFE

XirEE REE

HESHBEENF L IGO, ICO, Society for Glycobiology, JSCR, JCGG, HUPO %
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