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keyword search
Search Categories Tutorial in 2013 [English ] Sample trial (search "diabetes” related mouse bioresource of RIKEN Bio Resource Center) 1
Gene PosMed: “Positional MEDLINE” assists your positional-cloning studies
Bioresource
ot Since whole genome sequences were first elucidated, knowledge-based ranking

Phenotype Ir?lerval{s} of candidate genes has become one of the most important bicinformatics tasks in

-{ haad g - the forward-genetics and positional-cloning approaches to identify phenotype- =
Disease - responsible gene mutations.
Metabolite =] = This task requires creating a form of artificial intelligence that can solve a genetic

researcher's problems by learning computationally a vast amount of information
Drug accumulated in documents and published data.
. Pos IYIZH
I = h Phenotypic We have developed a system named “Poshed ™ an arificial intelligence that guides
SEEREIE Keyword filtering you to the key information waiting to be discovered in the sea of data.
Document set * Please check gur tutorial for details.
Database -
RIKEN Mouse
- gg%':mrce PosMed: inferential search of disease-related genes and bioresources
rcl
= Bioresource search provides not only normal direct keywaord search but also
1 1 ) 3 inference searches using various biomedical databases, including CMIM,
& W Inference search \ WMEDLIME, 1CD-10. These indirect search functions are unique and not provided
o | at any other bioresource databases. -
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Reference papers of this database: Not Open 66 328 386.429 0
+ Masuya H, Makita Y, ef al. The RIKEN integrated database of mammals. Nucleic Acids Res. 2011 Data ’
39:0861-D870. Total
« Yoshida Y, Makita Y, et al. PosMed (Positional Medline): prioritizing genes with an artificial neural (Browsable) 205 943|9,652,781| 272,163 |
network comprising medical documents to accelerate positional cloning. Mucleic Acids Res. 2009

37:W147-W152.

+ Makita Y, Kobayashi N, ef al. PosMed-plus: an intelligent search engine that inferentially
integrates cross-species information resources for molecular breeding of plants. Plant Celi Physiol.
2009 50:1249-1259.
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